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ABSTRACT	 Colorectal cancer (CRC) remains an enormous challenge to human health worldwide. Unfortunately, the mechanism underlying 

CRC progression is not well understood. Mounting evidence has confirmed that exosomes play a vital role in CRC progression, 

which has attracted extensive attention among researchers. In addition to acting as messengers between CRC cells, exosomes also 

participate in the CRC immunomodulatory process and reshape immune function. As stable message carriers and liquid biopsy 

option under development, exosomes are promising biomarkers in the diagnosis or treatment of CRC. In this review we have 

described and analyzed the biogenesis and release of exosomes and current research on the role of exosomes in immune regulation 

and metastasis of CRC. Moreover, we have discussed candidate exosomal molecules as potential biomarkers to diagnose CRC, predict 

CRC progression, or determine CRC chemoresistance, and described the significance of exosomes in the immunotherapy of CRC. 

This review provides insight to further understand the role of exosomes in CRC progression and identify valuable biomarkers that 

facilitate the clinical management of CRC patients.
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Introduction

According to data from the National Cancer Center of 

China, there were approximately 4.064 million newly diag-

nosed cancer cases in 2016. Of these cancer cases, colorectal 

cancer (CRC) is the second most common type of cancer 

diagnosed and the fifth leading cause of cancer-related 

deaths1. Interestingly, several studies have shown an increas-

ing incidence of CRC in young people < 50 years of age2. 

Changes in dietary habits and adverse lifestyle factors, such 

as cigarette smoking, sedentary behavior, and physical inac-

tivity, are the main reasons for this phenomenon3,4. The 

atypical CRC clinical symptoms lead to a low detection rate. 

Patients are often diagnosed in an advanced stage, which has 

a high mortality rate. Efficient and accurate screening meth-

ods are necessary for the prevention and control of CRC. 

At present, the early diagnosis of CRC mainly depends on 

colonoscopy. Although colonoscopy is the gold standard 

for diagnosing CRC, colonoscopy is an invasive procedure 

that causes patient discomfort and stress5,6. Therefore, it is 

necessary to find an ideal new biomarker for the diagnosis 

of CRC.

Exosomes are secreted by most cells in the body and can 

be detected in a variety of body fluids, including blood, urine, 

saliva, and breast milk7,8. Due to exosome advantages, includ-

ing good stability and ability to carry diverse bioactive mole-

cules, exosomes participate in communication between cells 

and regulate the biological behavior of cells9. Exosomes par-

ticipate in tumor proliferation and metastasis, and regulate 

the tumor microenvironment (TME)10. Therefore, exosomes 
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have a significant role in tumor development. In addition, 

studies have shown that exosomes are important nanomateri-

als with good biocompatibility and long-term stability in the 

blood circulation, thus exosomes can be used as targeted drug 

carriers for cancer therapy11. Therefore, exosomes have great 

potential and value for the diagnosis, prognostication, and 

treatment of tumors. In this review we discuss the biological 

characteristics of exosomes, the role of exosomes in immune 

regulation and metastasis of CRC, and the clinical application 

value of exosomes.

Exosomes

Overview of extracellular vesicles (EVs)

EVs are a group of heterogeneous vesicles with membranous 

structures that are secreted by most cells in the body, includ-

ing both healthy cells and cancer cells12. According to the ori-

gin, biogenesis, and release pathway, EVs can be divided into 

three main types: apoptotic EVs; ectosomes; and exosomes13. 

Apoptotic EVs, also known as apoptotic bodies and vesicles, 

are produced by cells during apoptosis and range from 100 

nm-5 μm in diameter14. Ectosomes are generated by direct 

outward budding of the cell plasma membrane and range 

from 30 nm-10 μm in diameter13. Moreover, depending on 

the size, molecular composition, and the specific mechanisms 

underlying the release pathway, ectosomes can be divided 

into microvesicles, large oncosomes, small ectosomes, and 

arrestin domain-containing protein 1-mediated microve-

sicles (ARMMs). Studies have shown that both healthy cells 

and cancer cells secrete microvesicles, small ectosomes, and 

ARMMs, while large oncosomes are only secreted by tumor 

cells13. Exosomes are nanoscale particles with a diameter rang-

ing from 30-150 nm and are produced by a relatively complex 

mechanism15.

Structure of exosomes

Exosomes are generally spherical, cup-shaped, or sau-

cer-shaped membrane-bound EVs16. The exosome membrane 

contains lipids, including cholesterol, sphingomyelin, cer-

amides, and glycolipids17,18. The exosome membrane also con-

tains transmembrane proteins, such as tetraspanins, molecular 

chaperones, adhesion molecules, and major histocompatibil-

ity complex (MHC) molecules17,18. Studies have shown that 

tetraspanins (CD63, CD81, and CD9) are highly enriched in 

exosomes and have been used as exosome marker proteins for 

a long time19,20.

Biogenesis of exosomes

Exosomes are currently the most widely-studied EV subsets. 

It has been reported that exosome biogenesis is a three-stage 

process. First, an early endosome is formed by invagination of 

the plasma membrane, which then matures through the acid-

ification and material exchange to form a late endosome. The 

late endosome eventually forms multivesicular bodies (MVBs) 

containing intraluminal vesicles (ILVs). When MVBs fuse with 

the plasma membrane, ILVs are released into the extracellular 

space; the released ILVs are called exosomes21,22. The biogen-

esis of exosomes mainly includes the following two sorting 

mechanisms: the endosomal sorting complex for transport 

(ESCRT) pathway; and the ESCRT-independent pathway23,24.

Cargo sorting and exosome components

Exosomes contain a variety of biomolecules, such as DNA, 

microRNA(miRNA), long non-coding RNA (lncRNA), cir-

cular RNA (circRNA), transfer RNA, proteins, amino acids, 

lipids, and metabolites25. In addition, numerous studies have 

elucidated the mechanisms affecting the sorting of molecules 

to exosomes. Specifically, Yokoi et  al.26 reported that tet-

raspanins directly interact with cancer cell micronuclei, lead-

ing to genomic DNA loading into exosomes. RNA-binding 

proteins promote the loading of miRNAs into exosomes by 

binding to specific motifs27. Zhang et  al.28 concluded that 

mutant KRAS in CRC cells significantly change exosome com-

position, which promotes the malignant potential of recipi-

ent cells and eventually promote cancer progression. Mutant 

KRAS not only transfers intracellular circRNAs to exosomes 

and regulates exosomal miRNAs, such as increasing the con-

tent of miR-100 in exosomes, but also increase the levels of 

some tumor-promoting proteins, such as KRAS and EGFR, in 

exosomes29-31.

Exosomes carry a variety of proteins, some of which are 

intrinsic to exosomes, such as CD9, CD63, CD81, TSG101, 

and ALIX, and some of which represent the cellular origin of 

exosomes, thus making exosomes potential biomarkers32. For 

example, exosomal proteomic analysis of CRC revealed multi-

ple exosomal protein markers, including vaccinia virus antigen 

A33, epidermal growth factor receptor (EGFR), and epithelial 

cell adhesion molecule (EpCAM)33,34. Indeed, existing evidence 
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suggests that EpCAM is a CRC-derived exosome-specific pro-

tein32. A recent study showed that protein expression in uri-

nary exosomes of CRC patients reflects the characteristics of 

tumorigenesis. Exosomes were isolated from the urine of CRC 

patients and healthy adults. The exosomes from these two 

sources had spherical membrane structures, 30–100 nm in 

size, and expressing CD9, CD63, and CD81. The expression of 

CEACAM7 and CEACAM1, however, were increased and the 

expression of CHMP4A, CHMP4B, CHMP2A, CHMP2B, and 

CHMP1B were decreased in exosomes derived from the urine 

of CRC patients compared to healthy controls35. Moreover, 

although the expression of CD63 in CRC-derived exosomes 

was not specific compared to normal controls, CD63 expres-

sion in CRC-derived exosomes was significantly higher than 

normal controls36. Taken together, these findings contrib-

ute to distinguishing tumor-derived exosomes from normal 

exosomes.

Release of exosomes

As mentioned earlier, exosomes refer to ILVs that are released 

outside the cell when MVBs fuse with the plasma membrane; 

however, MVBs that do not fuse with the plasma membrane are 

degraded via fusion with lysosomes or autophagosomes15,37. 

The factors influencing the ultimate fate of MVBs can be 

divided into intrinsic and extrinsic factors. Intrinsic factors, 

such as the RAB and soluble N-ethyl maleimide sensitive fac-

tor attachment protein receptor (SNARE) families, are mainly 

directly involved in the biosynthesis and release of exosomes. 

Rab27a promotes MVB docking by preventing Coronin1b 

localization to invadopodia, antagonization of cortactin and 

actin disassembly, and ultimately promoting exosome secre-

tion38. Small GTPases control the transport and secretion of 

intracellular secretory MVBs by modifying the cytoskeleton 

and locating vesicles on the cell plasma membrane39. Exosomal 

release is an energy-consuming process. Several protein-lipid 

and protein–protein interactions have been shown to reduce 

energy barriers and promote MVB fusion with cell mem-

branes. For example, Rab31 recruits the GTPase-activating 

protein (GAP), TBC1D2B, which inhibits Rab7, leading to 

increased MVB membrane fusion and exosome secretion40. 

Arl8b can initiates the Arl8b/SKIP/HOPS cascade to recruit 

the GAP TBC1D15, which also inhibits Rab741. SNARE pro-

teins also promote the fusion of vesicles with the target mem-

brane, such as the cell membrane or membranes of different 

organelles42. In addition, the microtubule cytoskeleton is 

also able to influence the transport of MVBs to the plasma 

membrane38,43.

External factors, such as acidity and calcium, are mainly 

cell microenvironment factors that affect the release of 

exosomes44. At present, many factors affecting exosome bio-

genesis and release have been reported; however, these reports 

are only the tip of the iceberg because the underlying mecha-

nism has not been clarified. Cell type and cell homeostasis also 

have an important role in regulating the biogenesis and release 

of exosomes. In addition, it has been shown that different 

MVB subtypes use different pathways to fuse with the plasma 

membrane to release exosomes, which warrants further study.

Absorption of exosomes

Exosomes can be taken up by recipient cells through various 

mechanisms, such as direct fusion with target cell membranes, 

uptake by target cells through endocytosis, and recognition of 

specific cell surface receptors45.

Isolation and detection of exosomes

Because exosomes carry molecules with diverse biological func-

tions and have great potential in the diagnosis of tumors, the 

technology enabling the isolation and detection of exosomes 

has also developed rapidly. Currently, in addition to the most 

common ultracentrifugation method, there are many other 

methods for the isolation of exosomes, including particle size 

exclusion chromatography, density gradient centrifugation, 

ultrafiltration centrifugation, the microfluidic chip method, 

the magnetic bead immunoassay, and the polymer precipita-

tion method46-49. The purity and quantity of exosomes are the 

basis for their efficient detection. Compared with the tradi-

tional Western blot and ELISA-based molecular characteriza-

tion, researchers have developed multiple more sensitive and 

specific detection methods, including chemiluminescence, 

electrochemical immunosensors, optical detection based on 

microfluidic chips, and dynamic light scattering50-54. In addi-

tion, surface-enhanced Raman scattering (SERS), which is 

based on functional metal nanoparticles, has attracted wide-

spread attention in the detection of exosomes owing to its high 

sensitivity and capability of multiplex detection55. Diao et al.56 

achieved discrimination of exosomes from healthy cells and 

cancer cells using a machine learning-based, label-free, SERS-

sensing technique. In addition, Lin and colleagues57 designed a 

porous-plasmonic SERS chip functionalized with synthesized 
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CP05 polypeptide that specifically captures and distinguishes 

exosomes from different sources. Based on the SERS chip, Lin 

and colleagues57 successfully distinguished lung and colon 

cancer cell-derived exosomes from healthy exosomes at the 

single vesicle level using unique Raman spectroscopy and 

machine learning methods.

The biosynthesis and release of exosomes is a multi-step 

dynamic process that is affected by many factors inside and 

outside the cell (Figure 1).

Immunoregulatory role of exosomes 
in the CRC microenvironment

The TME is the environment in which tumors occur and 

develop. In addition to tumor cells, the TME includes other cell 

types, such as immune cells, mesenchymal stem cells (MSCs), 

and cancer-associated fibroblasts (CAFs)58. The crosstalk 

between tumor and immune cells mediated by exosomes 

is very active and promotes tumor progression within the 

TME59. Understanding the role of exosomes in immune regu-

lation will help further clarify the specific mechanisms under-

lying CRC progression.

Exosomes and tumor-associated macrophages 
(TAMs)

Macrophages are one of the most important immune cells and 

are mainly produced by monocytes migrating from peripheral 

blood to tissues60,61. TAMs are a group of macrophages that 

infiltrate tumor tissues62. The TME is complex and TAMs not 

only kill tumors, but also promote tumor growth63. Generally, 

macrophages are divided into M1- and M2-type macrophages 

Figure 1  Biogenesis of exosomes in donor cells and absorption by recipient cells. Exosomes are involved in cell communication by carrying a 
variety of bioactive molecules, including DNA, proteins, enzymes, miRNAs, lncRNAs, and circRNAs. The biogenesis of exosomes is divided into 
three sequential stages in donor cells, which are annotated in the upper figure and mainly involve two sorting mechanisms (the ESCRT and 
ESCRT-independent pathways). The release of exosomes is also influenced by extracellular environmental factors, such as acidity and calcium. 
Exosomes can be absorbed by recipient cells through diverse mechanisms, such as a direct fusion with target cell membranes, uptake by target 
cells through endocytosis, and recognition of specific receptors on the cell surface.



Cancer Biol Med Vol 20, No 8 August 2023� 579

based on surface molecule expression and functional differ-

ences. M1-type macrophages, also known as classically acti-

vated macrophages, are mainly induced by IFN-γ, a bacterial 

endotoxin (lipopolysaccharide), and cytokines, such as TNF 

and GM-CSF. M2 macrophages, which are referred to as acti-

vated macrophages, are mainly induced by interleukin (IL)-4, 

IL-13, IL-10, CSF-1, IL-1R ligands, and glucocorticoids64-67. 

M1 macrophages expressing high levels of MHCII and B7 

molecules have a strong antigen-presenting capacity and 

secrete high levels of cytokines (IL-12, IL-23, IL-1, IL-6, IL-13, 

and TNF) and chemokines [CCL2 (MCP-1), CCL3 (MIP-

1α), CXCL9 (MIG), and CXCL10 (IP-10)], thus activating 

the Th1-type immune response. M1 macrophages kill tumor 

cells and eliminate intracellular microorganisms by secreting 

high levels of cytotoxic intermediates, such as nitric oxide 

(NO) and reactive oxygen intermediates. Therefore, M1 mac-

rophages are generally believed to have immune defense and 

antitumor roles. In contrast, the antigen-presenting function 

of M2 macrophages is low. M2 macrophages secrete high lev-

els of the chemokines, CCL17 and CCL22, express high levels 

of the mannose, scavenger, and galactose receptors to inhibit 

the inflammatory response and Th1 cell-mediated acquired 

immune response, and promote wound healing, angiogene-

sis, and tissue repair. The M1 and M2 phenotypes represent 

the two extreme states of macrophages; however, macrophage 

activation is a complex process and macrophages exist in a 

spectrum of functional states68-72.

Numerous studies have shown that CRC-derived exosomes 

carry specific molecules to promote the differentiation of 

macrophages into the M2 phenotype, thereby mediating 

malignant tumor metastasis. Recently, a study showed that 

CRC cells that have undergone EMT promote M2-like mac-

rophage polarization by significantly increasing the levels of 

miRNA-106b-5p (miR-106b) in macrophages via direct trans-

fer of exosomes. Increased miR-106b levels directly inhibit 

programmed cell death 4 (PDCD4) at the posttranscriptional 

level to activate the phosphatidylinositol 3-kinase (PI3K)γ/

AKT/mammalian target of rapamycin (mTOR) signaling cas-

cade, thus contributing to M2 polarization of macrophages. 

Furthermore, activated M2 macrophages promote EMT-

mediated migration, invasion, and metastasis of CRC cells 

in a positive feedback manner73. Several miRNAs from CRC 

cell-derived exosomes, including miR-934, miR-25-3p, miR-

130b-3p, and miR-425-5p, have been shown to induce M2 

macrophage polarization through activation of the PI3K/AKT 

signaling pathway74,75. M2-polarized macrophages secrete the 

chemokine, CXCL13, and activate the CXCL13/CXCR5 axis in 

CRC cells, thus promoting metastasis to the liver. In addition 

to miRNAs, lncRNA RPPH1 from CRC-derived exosomes can 

be transferred to macrophages, mediating polarization into 

the M2 phenotype and thereby promoting the proliferation 

and metastasis of CRC cells76. Like tumor cells, macrophages 

can also secrete exosomes and exert a regulatory role within 

the TME. In vivo and in vitro studies have confirmed that M2 

macrophage-derived exosomes are rich in miR-21-5p and 

miR-155-5p, and promote the migration and invasion of CRC 

cells. The specific mechanism has been reported to involve 

miR-21-5p and miR-155-5p binding to the coding sequence of 

BRG1 after being transferred into CRC cells77; however, it has 

also been reported that CRC-secreted exosomes carrying spe-

cific molecules have the potential to skew macrophages toward 

an anticancer M1-like phenotype78.

Exosomes and myeloid-derived suppressor cells 
(MDSCs)

MDSCs, which are derived from bone marrow progenitor 

and immature myeloid cells, are widely present in the periph-

eral blood and tumor tissues of patients79,80. MDSCs nor-

mally differentiate into dendritic cells (DCs), macrophages, 

and granulocytes, but significant increases in the number 

and proportion of MDSCs have been observed in tumor tis-

sues and are correlated with tumor size and malignancy81,82. 

Granulocyte MDSCs enhance stemness and growth of CRC 

cells by secreting exosomal S100A9 in CRC patients83. Tumor-

derived exosomes associated with Hsp72 trigger Stat3 phos-

phorylation in MDSCs in a TLR2/MyD88-dependent manner 

via autocrine IL-6 signaling, thus enhancing the immunosup-

pressive function of MDSCs84.

Exosomes and neutrophils

Neutrophils are the first line of defense against foreign path-

ogens and an important component of the immune system85. 

Interestingly, neutrophils not only infiltrate tumor tissues, but 

also have a dual role in promoting or inhibiting tumor malig-

nant progression under the effects of different factors within 

the TME86. Studies have confirmed that neutrophils within 

the TME differentiate into an anti-tumor N1 phenotype and a 

pro-tumor N2 phenotype in response to different stimuli87-89. 

A growing number of studies have shown that exosomes regu-

late the interaction between tumor cells and neutrophils within 
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the TME. CRC-secreted exosomes containing circPACRGL 

promote the proliferation, migration, and invasion of CRC 

cells by regulating the miR-142-3p/miR-506-3p-TGF-β1 axis. 

TGF-β1 overexpression in the TME promotes the transforma-

tion of N1 neutrophils to N2 neutrophils, which can promote 

tumor proliferation and metastasis, and may explain this phe-

nomenon90. Exosomes carrying KRAS mutants transfer these 

mutated forms to recipient cells, thus promoting neutrophil 

recruitment in the CRC microenvironment and the formation 

of neutrophil extracellular traps by upregulating IL-8 expres-

sion, which leads to a decrease in CRC tumor size91. In vivo 

studies have shown that exosomes secreted by CRC stem cells 

(CRCSCs) are transported to the bone marrow, which can 

prolong the survival time and activate the protumor pheno-

type of bone marrow-derived neutrophils. Tumor exosomal 

triphosphate RNAs induce the expression of IL-1β via the 

NF-κB signaling axis to sustain neutrophil survival92.

Exosomes and natural killer (NK) cells

NK cells are an important component of the innate immune 

system, and can kill tumor cells by directly acting or secreting 

cytokines and other substances93,94. Numerous studies, how-

ever, have shown that NK cell function is inhibited or abnor-

mal within the TME, which contributes to tumor immune 

escape95. Specifically, the proportion of NK cells is significantly 

reduced in patients with esophageal squamous cell carcinoma, 

which mediates tumor immune escape96. As an important 

communicator of intercellular information, exosomes also 

play a crucial role in the crosstalk between tumors and NK 

cells. HCC cells secrete exosomal circUHRF1 to upregulate 

TIM3 expression in NK cells, which leads to an exhaustion and 

reduction in the level of NK cell infiltration in tumor tissues, 

which ultimately promotes tumor development97. CRC cells 

transport lncRNA SNHG10 into NK cells through exosomes, 

which mediates the upregulation of INHBC expression and 

activation of the TGF-β signaling pathway in NK cells, thereby 

inhibiting the cytotoxic effect of NK cells and promoting CRC 

immune escape98.

NK cell-based therapeutic strategies have shown promise 

in hematologic malignancies99; however, due to a poor abil-

ity to infiltrate solid tumors and the role of inhibitory sig-

nals within the TME, the efficacy of targeting NK cells in the 

treatment of solid tumors is not satisfactory. Nevertheless, 

studies have shown that NK cells are able to release EVs con-

taining cytolytic proteins, suggesting that NK cell-derived EVs 

may have therapeutic potential. One study showed that EVs 

secreted by IL-12/15/18-activated primary NK cells or the 

NK cell line, NK-92, have a greater ability to induce apopto-

sis in colon cancer cells than IL-15-stimulated primary NK 

cells or NK-92. The study pointed to NKG2D as the receptor 

mediating the interaction between NK cell-derived EVs and 

HCT116 spheroids. HCT116 cells express high levels of the 

NKG2D ligand, MICA/B, and the susceptibility of tumor tis-

sues to NK cell-derived EVs is associated with the differential 

expression of NKG2D ligand MICA/B, which can be blocked 

by anti-NKG2D antibodies100. These results suggest that NK 

cell-derived EVs have the potential to target solid tumors. 

Interestingly, exosomes secreted by tumor cells have been 

shown to induce the killing activity of NK cells. For example, 

Hsp70/Bag-4 surface-positive exosomes secreted by Hsp70/

Bag-4 positive pancreas (Colo+) and colon (CX+) carcinoma 

sublines induced NK cell migration and killing activity that 

was completely abolished by Hsp70-specific antibodies101. 

These results suggest that targeting NK cells with engineered 

exosomes can be used as a strategy for cancer therapy.

Exosomes and DCs

DCs efficiently take up, process, and present antigens and are 

considered the most powerful antigen-presenting cell (APC) 

in the body102,103. In general, immature DCs have a strong 

migration ability, while mature DCs, an effective initiator of 

the adaptive immune response, effectively activate naive T 

cells104. In recent years, studies have shown that DC-derived 

exosomes contain abundant MHC class I and II molecules, 

as well as T cell co-stimulatory molecules, that can effectively 

trigger the induction and expansion of adaptive immune 

responses in lymphoid organs105. In addition, after effectively 

ingesting the natural tumor antigens in exosomes derived 

from tumor cells, DCs process these tumor antigens and pres-

ent the tumor antigens to cytotoxic T lymphocytes (CTLs) to 

induce anti-tumor responses. Therefore, an increasing num-

ber of studies have shown that exosomes secreted by DCs and 

tumor cells can be used as a cell-free vaccine to induce effective 

anti-tumor immunity and serve as an important approach to 

treat tumors105.

Fibroblast activation protein-α (FAP) gene-modi-

fied exosome-like nanovesicles (eNVs-FAP) derived from 

tumor cells have shown good anti-tumor effects in mul-

tiple tumor-bearing mouse models, including colon can-

cer. DCs present antigens from eNVs-FAP, which activate 
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antigen-specific CD8+ T cells to kill FAP+CAFs and tumor 

cells. Moreover, eNVs-FAP alleviate immunosuppression in 

the microenvironment and promote the immune response 

by promoting the transformation of M2 TAMs to M1 TAMs 

and eliminating immunosuppressive MDSCs and regulatory 

T cells (Tregs)106. Exosomes derived from DCs infected with 

the Me49 strain of Toxoplasma gondii (DC-Me49-exo) have 

been shown to inhibit the growth of CRC in a mouse model. 

DC-Me49-exo was also shown to exert an anti-tumor effect 

mainly by inhibiting the STAT3 signaling pathway to reduce 

the proportion of MDSCs. Pathogen infection and tumor 

“infection” may compete to regulate the immune system. 

Exosomes isolated from T. gondii-infected DCs can act as 

messengers to stimulate the immune system and turn “cold” 

tumors into “hot” tumors. DC-Me49-exo may be a promising 

therapeutic strategy to inhibit CRC progression107. Cancer 

stem cells (CSCs) are an important cause of treatment resist-

ance and recurrence of CRC. Therefore, the development of 

therapeutic strategies against CSCs is a major challenge in 

current cancer treatment. Naseri et al.108 reported that DCs 

loaded with exosomes derived from CSC-enriched colono-

spheres (CSCenr-EXOs) promote the ability of T lympho-

cytes against colorectal CSCs in vitro. These results suggested 

that DCs loaded with CSCenr-EXOs could be used as a novel 

antigen source to stimulate T cell proliferation and cytotox-

icity of targeting CSCs108.

Exosomes and B lymphocytes

B lymphocytes, also known as B cells, mature in the bone 

marrow and migrate through the blood to the peripheral lym-

phoid organs. Mature B cells are activated in response to anti-

gen stimulation, thereby synthesizing and secreting antibodies 

to mediate humoral immune responses109. There are a variety 

of membrane surface molecules on the surface of B cells that 

recognize antigens, interact with other molecules and cells, 

and participate in immune regulation and the inflammatory 

response110.

Numerous studies have shown that tumor growth is not 

only related to cellular immunity, but also closely related to 

humoral immunity. B cells have a key role in humoral immu-

nity and are an important component of lymphocyte infil-

tration in multiple tumors, including CRC111-113. Regulatory 

B cells (Bregs), a subgroup of B cells, highly express PDL1 

and participate in tumor immunosuppression, as well as 

promote tumor development114. Several studies have shown 

that compared with tumor cells, PDL1 on host immune cells, 

especially APCs, is more important in immune checkpoint 

blockade therapy115,116. Exosomes, as message carriers, have an 

important role in remodeling the TME. Xie et al.117 recently 

showed that CRC-derived exosomes drive Breg-suppressed 

anti-tumor immune processes by delivering the lncRNA, 

HOTAIR. CRC-derived HOTAIR promotes the polarization 

of B cells to PDL1-tagged Bregs and induces PDL1+ B cells to 

suppress the activity of CD8+ T cells. Exosomal HOTAIR binds 

to pyruvate kinase M2 (PKM2) and protects PKM2 from ubiq-

uitination degradation, which leads to STAT3 activation and 

PDL1 expression. In addition, a study involving CRC patients 

showed that exosomal HOTAIR is positively correlated with 

infiltration of PDL1+ B cells in tumor tissues, suggesting that 

exosomal therapy targeting HOTAIR may be a new therapeu-

tic strategy for CRC.

Exosomes and T lymphocytes

T lymphocytes, a group of lymphoid stem cells derived from 

the bone marrow, are a key component of the body’s immune 

response. T lymphocytes not only have roles in infections, 

allergic diseases, and autoimmune diseases, but also have 

an immunomodulatory role in the antitumor process118,119. 

Active T lymphocyte infiltration in neoplastic lesions is often 

associated with a better prognosis. The presence of T cells 

in CRC tissues attenuates the metastatic potential of tumor 

cells and is inversely associated with tumor recurrence after 

treatment120,121. This pattern has also been observed in sev-

eral other malignancies, such as ovarian cancer and mela-

noma122,123. CD8+ CTLs are the main force in the antitumor 

immune response. Activated CTLs kill tumor cells by releas-

ing perforin and granzyme to cause necrosis of target cells or 

by inducing apoptosis of target cells via surface molecules124. 

CD4+ T cells (Th cells) mainly exert antitumor effects by assist-

ing CD8+ T cells and B cells125; however, the tumor immune 

microenvironment is quite complex and contains not only 

various antitumor immune components, but multiple immu-

nosuppressive components. Tregs are an immunosuppressive 

subset of Th cells and have an important role in the malignant 

progression of CRC126,127.

Some evidence suggests that exosomes regulate T lym-

phocyte function128. A recent study showed that infusion of 

reovirus in combination with FOLFIRI plus bevacizumab 

treatment significantly reduced the level of serum exosomal 

miR-29a-3p in CRC patients with a KRAS mutation. This 
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treatment resulted in enhanced activity of CD8+ and CD4+ T 

lymphocytes129. Tumor-derived exosomal PD-L1 binds to the 

PD-1 receptor on T cells in draining lymph nodes and inhibits 

the activity of T cells, thus promoting the malignant progres-

sion of CRC130. Mima et al.131 reported that the expression of 

miR-21 in CRC cells is negatively correlated with the density 

of infiltrating T cells and that miR-21 has a regulatory role in 

inhibiting the adaptive immune response mediated by antitu-

mor T cells, suggesting that miR-21 may be a potential target for 

CRC immunotherapy and prevention. Many studies have also 

shown that miR-21 is upregulated in CRC-derived exosomes 

and is involved in the malignant progression and drug resist-

ance of CRC132,133. Moreover, a recent study revealed that 

miR-21-5p and miR-200a in CRC-derived small EVs synergis-

tically induced macrophage M2-like polarization and PD-L1 

expression, thus leading to decreased CD8+ T-cell activity and 

accelerated tumor growth134. At present, there are relatively 

few reports focusing on the interaction between exosomes and 

T lymphocytes. Given that T lymphocytes are key to the body’s 

immune response, further studies are warranted.

Exosomes and CAFs

CAFs are the main components of stromal cells within the 

TME, and CAFs participate in many aspects of tumor develop-

ment135. Numerous studies have shown that CAFs have a role 

in mediating tumor development by secreting cytokines and 

EVs, including exosomes, thus regulating the composition of 

ECM or by direct contact with tumor cells136. Specifically, CAFs 

mediate tumor angiogenesis, proliferation, tumor metastasis, 

and treatment-resistant tumors137. For example, CAF-derived 

exosomal miR-181b-3p significantly reduces apoptosis and 

enhances the proliferation and migration of CRC cells by 

regulating the expression of SNX2 in CRC cells138. Similarly, 

Shi et al.139 reported that CAFs transport miR-345-5p to CRC 

cells via exosomes, thereby promoting CRC progression. 

The underlying mechanism involves exosomal miR-345-5p 

promotion of CRC cell growth and metastasis by inhibiting 

CDKN1A expression in CRC cells. CAF-derived exosomes 

promote growth of CRC and angiogenesis by upregulating 

miR-135b-5p expression and inhibiting thioredoxin-interact-

ing protein expression in CRC cells140. In addition to miRNAs, 

lncRNAs in the exosomes secreted by CAFs also regulates CRC 

progression. The exosomal lncRNA, LINC00659, which is 

secreted by CAFs, promotes the proliferation and metastasis of 

CRC cells by directly interacting with miR-342-3p to increase 

ANXA2 expression141. Expression of the lncRNA, WEE2-AS1, 

was increased in CAF-derived exosomes compared with 

normal fibroblast (NF)-derived exosomes. WEE2-AS1 in 

exosomes can be taken up by CRC cells and promotes the 

progression of CRC. WEE2-AS1 functions as a modular scaf-

fold for the MOB1A and E3 ubiquitin-protein ligase praja2 

complexes, thus leading to MOB1A degradation and Hippo 

pathway inhibition142. In addition, CAFs mediate the devel-

opment of drug resistance in CRC cells. For example, a recent 

study revealed that CAFs promote cisplatin resistance and 

malignant progression in CRC cells. CAFs extracted from tis-

sue samples of cisplatin-resistant CRC patients deliver VEGFA 

to HT29 cells via exosomes, thus promoting cells resistance 

to cisplatin, enhancing cell viability, reducing cell apoptosis, 

and promoting angiogenesis143. Exosomes have been shown 

to mediate CAF regulation of radiotherapy resistance in CRC. 

CAF-derived exosomes downregulate CLCA4 expression, 

induce inactivation of PI3K/Akt signaling pathway by deliv-

ery of miR-590-3p to CRC cells, and mediates radioresistance 

of CRC cells144. In addition, Liu et al.145 reported that CAF-

derived exosomes regulate radioresistance by promoting the 

CRC stemness phenotype. Taken together, it has been shown 

that CAF-derived exosomes promote CRC progression, as well 

as treatment resistance.

The interaction between CRC cells and CAFs is reciprocal 

and dynamic within the TME. CAFs influence tumor cell pro-

gression through a variety of mechanisms. Similarly, tumor cells 

mediate the formation of CAFs by promoting the activation of 

NFs into CAFs. MiR-146a-5p and miR-155-5p can be deliv-

ered to fibroblasts by exosomes from CXCR7-overexpressing 

CRC cells and promote the activation of fibroblasts to CAFs 

via the JAK2-STAT3/NF-κB signaling pathway by inhibiting 

the expression of SOCS1 and ZBTB2. In turn, activated CAFs 

further trigger EMT and the pro-metastatic switch of CRC 

cells and enhance the invasive ability of CAFs. Moreover, CAFs 

activated by miR-146a-5p and miR-155-5p promote tumor-

igenesis and lung metastasis of CRC in vivo146. Rai et  al.147 

found that exosomes derived from both the early-stage CRC 

cells (SW480) and late-stage CRC cells (SW620) activated NFs. 

Moreover, the results showed that SW480 cell-derived exo-

activated fibroblasts were highly pro-proliferative and pro-

angiogenic, while SW620 cell-derived exo-activated fibroblasts 

showed a striking ability to invade through the extracellular 

matrix (ECM) by upregulating pro-invasion regulators of 

membrane protrusion and matrix-remodeling proteins based 

on proteomic and functional analyses. This study emphasized 
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the role of primary and metastatic CRC-derived exosomes in 

generating phenotypically and functionally distinct subsets 

of CAFs that contribute to tumor progression. In addition, 

numerous studies have revealed that CAFs are a highly-heter-

ogeneous subset with different tumor-promoting effects and 

tumor-suppressing functions148. The reason for this phenom-

enon may be that the sources of CAFs are diverse. In addition 

to the transformation of NFs in the tissues, CAFs can also be 

differentiated from epithelial cells, endothelial cells, and bone 

marrow MSCs in tumor tissues. In contrast, the highly-het-

erogeneous CAF subsets may reflect the dynamic and com-

plex TME. Similar to the temporal and spatial heterogeneity 

of tumors, CAFs in different stages or different tumor tissues 

may be affected by different factors, and thus have diverse 

phenotypes.

Exosomes mediate crosstalk between immune 
cells and CRC with different immune status

Compared with the microsatellite stability (MSS)/microsatel-

lite instability (MSI)-low CRC, the MSI-high (MSI-H) CRC 

has more immune cell infiltration, higher immune-related 

gene expression, and higher immunogenicity149. It has been 

shown that exosomes mediate crosstalk between immune cells 

and MSI/MSS CRC, and participate in the regulation of CRC 

immune status and function in the TME149. Cui et al.150 iden-

tified three exosome-related genes (ERGs) as key prognostic 

genes in CRC patients through bioinformatics analysis and 

confirmed that these ERGs were highly expressed in multiple 

CRC cells. Cui et al.150 calculated risk scores for CRC patients 

based on the coefficients of these ERGs and divided patients 

into high- and low-risk groups. Further analysis revealed that 

the levels of resting CD4 memory T cells, resting dendritic 

cells, and activated dendritic cells were higher in patients 

with low-risk scores, while the level of activated NK cells was 

higher in patients with a high-risk score. Genes associated with 

DNA mismatch repair (MMR) were upregulated in the low-

risk group. In addition, the high-risk group had more MSI-H 

patients than the low-risk group, and the MSI-H patients 

had higher risk scores than the MSI low (MSI-L) and MSS 

patients. EVs containing miR-424 secreted by CRC cells inhib-

ited CD28-CD80/86 co-stimulatory pathways in tumor-in-

filtrating T cells and dendritic cells, thus leading to immune 

checkpoint blockade resistance. Moreover, CRC-derived EVs 

with miR-424 knocked down enhanced the T-cell-mediated 

antitumor immune response in CRC models151.

The crosstalk between CRC and the immune system is 

dynamic and complex and has a vital role in CRC progression 

(Figure 2).

Regulatory role of exosomes in CRC 
metastasis

Metastasis is the leading cause of death in cancer patients152. 

Exosomes have a crucial role in tumor metastasis by convey-

ing specific information between cells153. Numerous studies 

have shown that exosomes are involved in multiple processes 

of tumor metastasis, including epithelial-mesenchymal trans-

formation (EMT), tumor angiogenesis, ECM remodeling, 

and premetastatic niche (PMN) formation154,155. In addition, 

exosomes also participate in regulation of intestinal flora in 

CRC metastasis156.

Exosomes mediate EMT in CRC metastasis

EMT is an important biological process in which tumor cells 

acquire the ability to migrate and invade157. Therefore, elu-

cidating the molecular mechanism underlying regulation of 

the EMT process is significant in the control and prevention 

of tumors. Although the mechanism underlying the EMT in 

CRC is not clear at present, growing evidence has revealed that 

exosomes mediate the EMT process of CRC in the microen-

vironment. CAFs are key components of the TME and have 

multiple functions, including matrix deposition and remod-

eling, and extensive crosstalk with tumor cells158,159. A study 

has shown that the lncRNA, LINC00659, is significantly 

expressed in CAFs-derived exosomes and promotes the EMT 

process of CRC after transfer to CRC cells via exosomes141. Liu 

et al.160 extracted exosomes from the serum of CRC patients 

for RNA-seq, and found that exosomal miR-106b-3p was 

highly expressed in the serum of patients with CRC metastasis. 

Further studies showed that exosomal miR-106b-3p promoted 

the EMT process and invasion of CRC by directly targeting 

DLC-1, and ultimately promoted CRC lung metastasis. A recent 

study revealed higher levels of FZD10 expression in exosomes 

secreted by the metastatic CRC cell line, SW620, compared to 

the non-metastatic CRC cell line, CaCo-2. SW620-derived exo-

somal FZD10 significantly promotes the expression of c-myc 

and vimentin, which are markers of EMT, in recipient cells161. 

Hypoxia induces EMT in tumor cells. Interestingly, one study 

showed that hypoxia induced changes in exosomal miRNAs 
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secreted by CRC cells, which in turn influenced tumor cell 

proliferation and EMT. Hypoxia directly reduces the amount 

of exosomal miR-1255b-5p secreted by CRC cells, thereby 

enhancing EMT and telomerase activity by increasing hTERT 

expression. This conclusion was also validated in a mouse CRC 

model, in which exosomes overexpressing miR-1255b-5p were 

shown to impair EMT and liver metastasis in vivo162.

Exosomes mediate angiogenesis in the 
metastasis of CRC

Angiogenesis is the core event in malignant tumor progres-

sion. Numerous studies have confirmed that exosomes reg-

ulate angiogenesis in multiple tumors, including thyroid 

carcinoma, gastric cancer, lung cancer, and CRC163-166. Hu 

et al.167 reported that CRC-derived exosomal miR-1229 pro-

moted tube formation and migration of HUVECs, and further 

studies showed that exosomal miR-1229 activated the VEGF 

pathway by inhibiting HIPK2 expression, thus exhibiting a 

pro-angiogenesis role. Additionally, a study showed that miR-

25-3p can be transferred from CRC cells to endothelial cells 

via exosomes. Exosomal miR-25-3p regulates the expression 

of VEGFR2, ZO-1, occluding, and claudin5 in endothelial 

cells by targeting KLF2 and KLF4, thus promoting vascular 

permeability. Furthermore, exosomal miR-25-3p from CRC 

cells dramatically induces vascular leakage and promotes CRC 

metastasis to the liver and lungs of mice168. Within the complex 

TME, exosomes do not always have a role in promoting tumor 

angiogenesis; indeed, the role mainly depends on the mole-

cules exosomes carry. For example, a recent study reported 

that exosomal circFNDC3B inhibits CRC angiogenesis169.

Exosomes mediate ECM remodeling

The ECM is a non-cellular three-dimensional macromo-

lecular network composed of collagens, proteoglycans/

Figure 2  Key molecules involved in exosome crosstalk between CRC and immune cells. CRC cells influence macrophage polarization as 
follows: releasing exosomes carrying specific molecules, such as miRNAs or lncRNAs; affecting neutrophil function or differentiation via 
exosomal triphosphate RNAs, circPACRGL, or KRAS; enhancing the immunosuppressive function of MDSCs via exosomal Hsp72; promoting 
the polarization of B cells to PDL1+ Breg via exosomal lncRNA HOTAIR; affecting the killing ability of NK cells via exosomal lncRNA SNHG10; 
suppressing T-cell function via exosomal PD-L1 or miR-29-3p; and mediating CAF activation. Furthermore, some molecules that are car-
ried by immune cell-derived exosomes, including miR-21-5p, miR-155-5p, S100A9, miR-181b-3p, miR-345-5p, miR-135b-5p, linc00659, and 
WEE2-AS1, promote the migration and invasion of CRC cells.
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glycosaminoglycans, elastin, fibronectin, laminins, and several 

other glycoproteins, and is involved in the malignant pro-

gression of tumors170. Many studies have shown that tumor 

cells secrete exosomes that mediate ECM remodeling to create 

favorable conditions for metastasis. Exosomes derived from 

colon cancer alter the phenotype and function of fibroblasts 

and macrophages, thus causing changes in the composition 

of the ECM, which contributes to the migration and invasion 

of colon cancer171. Fibroblasts can increase the secretion of 

matrix-remodeling proteins, including MMP11, EMMPRIN, 

and ADAM10, after activation by CRC cell SW620-derived 

exosomes147. CRC-secreted exosomal miR-1246 participates in 

the degradation of ECM within the TME. The specific mech-

anism involved CRC-derived exosomal miR-1246 reprogram-

ming macrophages into TAMs, which can cause degradation 

of the ECM172.

Exosomes mediate the formation of PMN

The PMN is a microenvironment conducive to metastasis 

created by primary tumors in secondary organs and tissues173. 

PMN is mainly composed of tumor-derived factors, bone 

marrow-derived cells recruited by tumors, and stromal cells 

at metastatic sites. Exosomes, as the main components of 

tumor-derived factors, mediate material exchange and sign-

aling between various cells in the PMN. The exosomal miR-

21-5p secreted by CRC cells induces liver macrophages to 

polarize toward a pro-inflammatory phenotype and secrete 

IL-6 by downregulating the expression of Toll-like recep-

tor 7, thus establishing an inflammatory PMN conducive to 

liver metastasis174. Zhang et  al.175 demonstrated that CRC-

derived exosomal HSPC111 promoted CRC liver metastasis 

by promoting PMN formation in a xenograft mouse model. 

Exosomal HSPC111 activated fibroblasts into CAFs and phos-

phorylated ATP-citrate lyase to increase acetyl-CoA levels in 

CAFs. Moreover, the increased secretion of CXCL5 in CAFs 

reinforced exosomal HSPC111 secretion and promoted the 

metastasis of CRC via the CXCL5-CXCR2 axis. In addition, 

TGF-β contained in CRC-derived exosomes promoted the 

formation of PMNs by activating fibroblasts into CAFs176. 

MiR-221/222 secreted by CRC can be transported to liver stro-

mal cells via exosomes to induce the formation of PMNs, thus 

providing a suitable colonization environment for incoming 

metastatic tumor cells and consequently contributing to CRC 

metastasis177.

Exosomes mediate the regulation of intestinal 
flora in CRC metastasis

In recent years the role of gut microbiota in the development of 

gastrointestinal tumors has attracted extensive attention. For 

example, adverse microbiota, metabolites, and cytokines pro-

mote CRC metastasis by promoting the formation of a favora-

ble microenvironment at both local and distant metastatic 

sites178. Direct supplementation of dietary fiber and probiotics 

or changing the structure of intestinal flora by fecal micro-

biota transplantation increase the level of short-chain fatty 

acids, thereby inhibiting tumor development179,180. Evidence 

suggests that exosomes participate in CRC metastasis medi-

ated by intestinal microbiota. Fusobacterium nucleatum is an 

important intestinal bacterium. Guo et al.181 reported that F. 

nucleatum stimulates tumor cells to secrete exosomes enriched 

in miR-1246, miR-92b-3p, miR-27a-3p, and CXCL16. These 

exosomal components regulate the biological activity of unin-

fected cells by activating the Wnt/β-catenin signaling pathway 

and downregulating GSK3β expression, ultimately creating a 

favorable environment for CRC proliferation, invasion, and 

migration.

Potential of exosomes as biomarkers 
and the therapeutic significance in 
CRC

Because classical EVs are wrapped in double-layer phospho-

lipid membranes, exosomes contain a variety of functional 

bioactive molecules that are involved in multiple processes, 

such as tumorigenesis, metastasis, drug resistance, and CRC 

therapy. With the advantages of stability and the ability to 

carry abundant information, exosomes have shown great 

prospects in clinical applications.

Potential exosomal biomarkers for CRC 
diagnosis and companion diagnostics

Exosomes can be detected in various body fluids, such as 

blood, urine, saliva, and breast milk, thus having great poten-

tial as diagnostic markers for tumors8,182. For example, circu-

lating exomiR-1229 levels are significantly increased in serum 

exosomes from CRC patients167. RNA sequencing of serum 

exosomes from healthy subjects and CRC patients confirmed 

the presence of many circRNAs, including circ-KLDHC10, 
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has_circ_0010522 (circ-133), hsa_circ_0004771, hsa_

circ_0067835 (circIFT80), circRHOBTB3, hsa-circ-0005100 

(circFMN2), and circ-PNN (hsa_circ_0101802). These circR-

NAs were shown to have significantly higher levels in serum 

exosomes from CRC patients than healthy controls183-189. 

Notably, higher levels of exosomal molecules in CRC patients 

do not indicate that these exosomal cargos promote tumor 

progression187. Exosomal molecules that are upregulated or 

downregulated in serum exosomes from CRC patients com-

pared with healthy subjects have the potential to be diagnos-

tic markers for CRC. Receiver operating characteristic (ROC) 

curve analysis showed that circ-PNN has a significant value 

in CRC diagnosis, with area under the ROC curve (AUC) 

values of 0.855 and 0.826 in the training and validation sets, 

respectively, suggesting that exosomal circ-PNN may be a 

non-invasive biomarker for CRC diagnosis189. Exosomal hsa_

circ_0004771 is also effective in distinguishing CRC patients 

from healthy individuals185.

Currently, tissue biopsy and subsequent genomic character-

ization are used to provide a precise diagnosis to guide treat-

ment for the majority of tumor patients; however, because 

tumors exhibit spatial or temporal heterogeneity, tissue biopsy 

is subject to sample bias, with studies showing that up to two-

thirds of mutations would not be detected in a single biopsy 

in the remaining sampling regions of the same tumor190,191. 

In addition, sampling difficulties can lead to insufficient tis-

sue for biopsy or genetic testing in some tumor types. Indeed, 

many studies have shown that exosomes can be used as a 

companion diagnosis to determine which patients will benefit 

most from certain drugs192,193. For example, Kharmate et al.194 

showed that EGFR exists in serum exosomes of prostate can-

cer patients, which is helpful for the companion diagnosis of 

cetuximab. BRAFV600E in EVs can be used as a companion 

diagnosis for melanoma patients receiving vemurafenib195.

Compared with plasma EVs derived from healthy con-

trols, VEGF and CD133 constitute a unique CRC signature 

in plasma EVs of CRC patients, which can be used for the 

companion diagnosis of CRC patients treated with bevaci-

zumab196. KRAS and BRAF are genes with significant clinical 

implications for prognosis and management of CRC. A study 

identified somatic BRAF and KRAS mutations circulating in 

plasma of mCRC patients directly from oil-encapsulated EVs 

for digital PCR, with 100% concordance with tissue diag-

nostics. Importantly, the study identified additional somatic 

alterations in 7% of wild-type CRC cases, which were sub-

sequently validated by further examination in the matched 

tissue biopsies197. In addition, Lucchetti et al.198 evaluated the 

content of exosomes and KRAS mutation status in exosomal 

DNA in 70 mCRC patients and 29 primary CRC patients, 

and analyzed serial blood samples at different disease stages. 

Lucchetti et  al.198 demonstrated a significant correlation 

between disease extent and the number of exosomes, and 

91% of mutated mCRC patients became wild type after first-

line chemotherapy, suggesting that plasma exosomal KRAS 

mutation status is predictive of prognosis in mCRC patients. 

In conclusion, companion diagnosis provides a minimally 

invasive means for clinical monitoring of patients, conducive 

to determining the treatment response and timely adjust the 

treatment plan in case of disease recurrence.

The potential exosomal biomarkers for CRC diagnosis and 

companion diagnostics are shown in Table 1.

Potential exosomal biomarkers for predicting 
CRC progression

Mounting evidence has shown that exosomes not only serve as 

markers for the diagnosis of CRC, but also have great potential 

for predicting CRC progression. Metastasis is the leading cause 

of death in all malignancies, including CRC. Patients with 

distant metastases in the liver, lung, and lymph nodes have a 

very low 5-year survival rate. Therefore, it is very important 

to quickly find effective indicators for the early detection and/

or prognosis of metastasis-related conditions to improve the 

survival rate of CRC patients.

Increasing evidence indicates that bioactive molecules in 

exosomes, such as ncRNAs and proteins, are involved in distant 

metastasis of CRC. For example, LINC00659 is significantly 

elevated in CAF-derived exosomes and can be transferred to 

CRC cells to promote proliferation, invasion, migration, and 

EMT in vitro141. The level of exosomal miR-25-3p in the serum 

of CRC patients with metastasis was reported to be higher 

than the serum of CRC patients without metastasis, suggest-

ing that miR-25-3p has enormous potential as a CRC metas-

tasis blood marker168. Some molecules in exosomes from 

CRC patients, including miR-1229, miR-128-3p, miR-193a, 

let-7g, and miR-92a-3p, are associated with invasion, lym-

phatic metastasis, TNM stage, and survival rate167,201,202,204. 

Some exosomal molecules promote lung or liver metastasis of 

CRC. For example, the level of serum exosomal miR-106b-3p 

in CRC patients with metastasis was significantly higher than 

CRC patients without metastasis and experiments confirmed 

that exosomal miR-106b-3p promotes lung metastasis of CRC 
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cells in vivo160. Another example involves the gene cluster, 

miR-221/222, which is upregulated in serum exosome sam-

ples from patients with CRC liver metastasis (CRLM); this 

upregulation was associated with lower overall survival177. In 

addition, CRC patients with liver metastasis have higher lev-

els of HSPC111 in serum exosomes than CRC patients with-

out liver metastasis, and HSPC111 promotes the formation 

of a premetastatic niche and CRLM by reprogramming lipid 

metabolism in CAFs, which suggests that HSPC111 may be a 

therapeutic target for the prevention of CRLM175.

The potential exosomal biomarkers for predicting CRC 

progression are shown in Table 1.

Potential exosomal biomarkers related to CRC 
chemoresistance and drug-loading therapy

Although molecular targeted therapy and immunotherapy 

have made breakthrough progress in the treatment of CRC 

in recent years, chemotherapy is still an important treatment 

for advanced CRC patients. Unfortunately, many patients 

develop resistance to chemotherapy after a period of treat-

ment, leading to a poor prognosis. Therefore, there is an 

urgency to identify a novel biomarker that can distinguish 

chemotherapy-resistant from -sensitive patients to accurately 

individualize the medication. It is also important to promptly 

elucidate the specific mechanism underlying chemotherapy 

Table 1  Functions of exosomes as potential biomarkers in CRC

Exosome 
molecules

Regulation Major functions References

miR-1229 ↑ CRC diagnosis 167

circ-KLDHC10 ↑ CRC diagnosis 184

hsa_circ_0004771 ↑ CRC diagnosis 185

hsa_circ_0005100 ↑ CRC diagnosis 188

hsa_circ_0101802 ↑ CRC diagnosis 189

circRHOBTB3 ↑ CRC diagnosis 187

has_circ_0010522 ↑ CRC diagnosis 183

hsa_circ_0067835 ↑ CRC diagnosis 186

CPNE3 ↑ CRC diagnosis 199

VEGF and 
CD133

↑ Companion diagnosis 
receiving bevacizumab 
therapy

196

lncRNA UCA1 ↑ Companion diagnosis 
receiving cetuximab 
therapy

200

FZD10 ↑ Promoting EMT 161

LINC00659 ↑ Promoting EMT 141

miR-1229 ↑ Lymph node metastasis 167

miR-128-3p ↑ Tumor stage 201

miR-92a-3p ↑ Lung metastasis 202

miR-106b-3p ↑ Lung metastasis 160

HSPC111 ↑ Liver metastasis 175

miR-25-3p ↑ Liver and lung 
metastasis

168

circLONP2 ↑ Liver and lung metastasis 203

miR-193a ↓ CRC progression 204

let-7g ↑ CRC progression 204

miR-221/222 ↑ CRC progression 177

hsa_circ_0000338 ↑ Resistance to 
FOLFOX/5-FU

205,206

lncRNA HOTTIP ↑ Resistance to mitomycin 207

lncRNA H19 ↑ Resistance to oxaliplatin 208

hsa_circ_0005963 ↑ Resistance to oxaliplatin 209

lncRNA CCAL ↑ Resistance to oxaliplatin 210

miR-46146 ↑ Resistance to oxaliplatin 211

miR-208b ↑ Resistance to oxaliplatin 212

Exosome 
molecules

Regulation Major functions References

p-STAT3 ↑ Resistance to 5-FU 213

miR-21 ↑ Resistance to 5-FU 214,215

miR-204-5p ↑ Enhancing sensitivity 
to 5-FU

216

miR-92a-3p ↑ Resistance to 
oxaliplatin/5- FU

202

Wnt ↑ Resistance to 
oxaliplatin /5-FU

217

CPT1A siRNA ↑ Reverse oxaliplatin 
resistance

218

Anti-miRNA-221 
oligonucleotide

↑ Inhibit the proliferation 
and clonal formation of 
colon cancer cells

219

Doxorubicin ↑ Drug delivery 220-222

Table 1  Continued
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resistance to find effective strategies for delaying or even 

avoiding the occurrence of drug resistance. Growing evidence 

indicates that exosomes have a role in mediating the occur-

rence and development of chemotherapy resistance in CRC 

patients.

Several studies have reported that exosomes mediate 

the resistance of CRC patients to oxaliplatin. CAF-derived 

exosomes can transfer lncRNA CCAL into CRC cells and 

increase the levels of the β-catenin mRNA and protein by 

directly interacting with the mRNA-stabilizing protein, HuR, 

thereby mediating resistance of CRC cells to oxaliplatin210. 

Oxaliplatin-resistant colon cancer cells secrete exosomal 

hsa_circ_0005963, miR-46146, and miR-208b molecules, 

which can effectively mediate the resistance of recipient cells 

to oxaliplatin via different pathways. Hsa_circ_0005963 can 

be transferred to sensitive CRC cells and cause oxaliplatin 

resistance by inhibiting glycolysis through the miR-122/PKM2 

pathway209. Exosomal miR-46146 directly targets PDCD10 in 

recipient cells, contributing to the acquisition of chemothera-

peutic resistance211. Exosomal miR-208b is delivered to recip-

ient T cells to promote Treg expansion by targeting PDCD4, 

which results in tumor growth and decreased sensitivity to 

oxaliplatin therapy212.

Exosomes also contribute to 5-FU resistance in CRC 

patients. For example, miR-21 is significantly upregulated in 

exosomes derived from colon cancer cells compared to healthy 

human colon epithelial cells and is involved in inducing resist-

ance to 5-FU. Compared with each monotherapy, simultane-

ous delivery of 5-FU and an miR-21 inhibitor oligonucleotide 

(miR-21i) to cancer cells via engineered exosomes can effec-

tively reverse the drug resistance and significantly enhance 

the cytotoxicity toward 5-FU-resistant colon cancer cells, 

suggesting that combined delivery of functional small RNAs 

and anticancer drugs via exosomes is a potential approach 

to reversing drug resistance and enhancing the effectiveness 

of cancer treatment in clinical practice214,215. MiR-204-5p is 

another exosomal molecule that mediates the resistance of 

CRC patients to 5-FU216.

In addition, serum exosomal miR-92a-3p levels have been 

shown to be significantly higher in patients resistant to 5-FU/

oxaliplatin than the chemotherapy-sensitive group, suggesting 

that exosomal miR-92a-3p may be a marker for predicting 

chemotherapeutic sensitivity in CRC patients202. Upregulated 

expression of hsa_circ_0032883, hsa_circ_0000338, and hsa_

circ_0066629 was demonstrated in exosomes from FOLFOX-

resistant HCT116 cells; hsa_circ_0000338 was absorbed by 

drug-sensitive cells via exosomes and could contribute to 

increasing drug resistance of recipient cells205.

CSCs are inherently resistant to chemotherapy, but the 

mechanisms are not well understood. Exosomes may partly 

explain this resistance of CSCs. Exosomes secreted by CAFs 

carry Wnt molecules and can reprogram CRC cells into CSCs, 

thus promoting the resistance of CRC patients to chemother-

apy drugs, including oxaliplatin and 5-FU, which suggests that 

blocking the process of exosomal delivery of Wnt molecules 

may help improve drug sensitivity and therapeutic effects in 

CRC patients217. Similarly, exosomes secreted by CAFs can 

transfer lncRNA H19 into CRC cells, which has been demon-

strated to not only promote stem cell properties, but also drug 

resistance of CRC cells in vivo and in vitro. The specific mecha-

nism involves lncRNA H19 acting as a competing endogenous 

RNA sponge for miR-141, while miR-141 significantly inhibits 

the stemness of CRC cells208.

With low toxicity and immunogenicity, exosomes are ideal 

delivery vehicles for drug-loading therapy223. Studies have 

shown that exosomes containing iRGD peptides exhibit effi-

cient targeting in vivo. Lin et  al.218 loaded iRGD-modified 

exosomes with siCPT1A to specifically deliver CPT1A siRNA 

to colon cancer cells, thus reversing oxaliplatin resistance by 

regulating fatty acid oxidation. Moreover, iRGD exo-si showed 

stronger CPT1A inhibition than exo-si both in vitro and in vivo, 

suggesting that iRGD-modified exosomes are a better candi-

date for siRNA targeting colon cancer. MSCs are pluripotent 

stem cells with the ability of self-renewal and multi-directional 

differentiation, which have great clinical applications. Han and 

colleagues constructed iRGD-Lamp2b-modified MSCs, iso-

lated exosomes, and loaded anti-miRNA-221 oligonucleotide 

(AMO) into the exosomes by electroporation. Exosomes loaded 

with AMO effectively inhibit the proliferation and clonal for-

mation of colon cancer cells, thus having an anti-tumor role219. 

Moreover, packaging doxorubicin into exosomes secreted by 

MSCs by electroporation and covalent modification of exosome 

surface amine groups by carboxyl-terminal MUC1 aptamer 

formation via amide linkage can provide selective guided 

drug delivery for CRC treatment220. Li  et  al.221 conjugated a 

high-density A33 antibody to carboxy Fe3O4 superparamag-

netic nanoparticles (A33Ab-US) and loaded doxorubicin into 

exosomes derived from A33-positive LIM1215 cells to form a 

complex (A33Ab-US-Exo/Dox). In  vivo experiments showed 

that A33Ab-US-Exo/Dox had good tumor targeting, inhibited 

tumor growth, prolonged mouse survival, and reduced car-

diac toxicity. The findings suggest that exosomes coated with 
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high-density antibodies to target ligands may be a novel strat-

egy for delivering doxorubicin and enhancing its therapeutic 

efficacy. In addition, Hosseini et  al.222 successfully developed 

the doxorubicin-loaded AS1411 (anti-nucleolin) aptamer sur-

face-functionalized exosome (DOX-Apt-Exo) to treat CRC, 

which showed that AS1411 aptamer-modified exosomes can be 

used as a safe and effective targeted drug delivery system for the 

clinical applications of CRC. In summary, exosomes, as loaded 

drug delivery vehicles, have shown amazing value in the treat-

ment of CRC. The potential exosomal biomarkers related to 

CRC chemoresistance and drug loading therapy are shown in 

Table 1.

Significance of exosomes in CRC 
immunotherapy

More recently, immunotherapy based on immune checkpoint 

inhibitors (ICIs) has improved clinical outcomes in CRC 

patients with MSI224. MSI mainly occurs in DNA mismatch 

repair defect-type CRC cells, which accumulate a large num-

ber of so-called small insertion/deletion mutations that are 

mainly concentrated in short and repetitive DNA sequences 

(microsatellites)225,226. Repeated mutation of TGFBR2 is the 

driving factor of MSI tumorigenesis, and exosomes reflect 

the MSI status and coding mononucleotide repeat frameshift 

allele pattern of MSI CRC cells227. Fricke et  al.228 found 

that differences in the characteristics of exosomal proteins 

secreted by MSI CRC cell lines are mainly dependent on the 

TGFBR2 expression status of donor cells and these exosomes 

lead to increased levels of PDGF-B protein secreted by HepG2 

receptor cells in a TGFBR2-dependent manner. In addition, 

Fricke and colleagues229 revealed abnormal expression of 

multiple miRNAs in TGFBR2-deficient MSI CRC cells and 

the secreted EVs.

Unfortunately, < 15% of CRC patients present with 

MSI, and the majority of CRC patients present with MMR-

proficient (pMMR) or MSS phenotypes, and ICI therapy has 

little clinical benefit for these patients230-233. Therefore, there is 

an urgent need to identify strategies that enhance the effective-

ness of treatment for these patients. As messengers of infor-

mation exchange between cells, exosomes carrying bioactive 

molecules have great potential and value in enhancing the 

effect of immunotherapy. PD-L1 antibodies can be bound to 

and consumed by exosomal PD-L1 in the bloodstream130. One 

study found that sulindac downregulates PD-L1 by blocking 

the NF-κB signaling pathway, thereby reducing the amount 

of exosomal PD-L1 secreted by tumor cells and enhancing 

the efficacy of PD-L1 immunotherapy in CRC patients with 

the pMMR phenotype234. Figure 3 showed that exosome bio-

markers in CRC progression, diagnosis, and treatment.

Conclusions and outlook

In this review the regulatory role of exosomes in the progres-

sion of CRC and the potential clinical value of exosomes in 

the diagnosis, treatment, and prognosis of CRC are described. 

TME is a complex and dynamic environment that regulates 

tumor behavior, which is mainly composed of tumor cells, 

various immune cells, stromal cells, and other non-cellular 

components. As communicators of intercellular information, 

exosomes can mediate the crosstalk between tumor cells and 

other cells within the TME to remodel the TME, then regu-

late tumor progression. This review discussed and summa-

rized the role of exosomes in mediating the crosstalk between 

CRC and other cells in TME. CRC-derived exosomes promote 

the differentiation of macrophages into the M2 phenotype, 

enhance the immunosuppressive function of MDSCs, acti-

vate the protumor phenotype of neutrophils, participate in 

the regulation of B cells, inhibit the activity of T cells, and 

Figure 3  Exosome biomarkers in CRC progression, diagnosis, 
and treatment. Because exosomes carrying a variety of bioactive 
molecules reflect the characteristics of the parent cells and can be 
detected in multiple body fluids, exosomes have great potential 
as biomarkers for the diagnosis, treatment, and prediction of CRC 
progression. In addition, exosomes can also be used as a adjunctive 
diagnosis for CRC patients and a dynamic observation indicator 
reflecting disease changes to guide personalized medicine. With 
low toxicity and immunogenicity, exosomes are ideal drug delivery 
carriers. Numerous engineered exosomes have been designed for 
drug delivery therapy in CRC.
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participate in the activation of CAFs, thus leading to decreased 

immunity and CRC progression. Notably, not all CRC-derived 

exosomal molecules suppress immune function; some CRC-

derived exosomal molecules may enhance immune function. 

In addition, immune cells can influence CRC cells by releasing 

exosomes, such as DCs and NK cells, and exosomes secreted by 

CAFs also have a key role in CRC progression. Taken together, 

exosome-mediated interactions between CRC and various 

other cells in TME play a crucial role in the progression of 

CRC. Moreover, metastasis is a key event in CRC progression 

and the main cause of death in CRC patients. Therefore, we 

also summarized the role of exosomes in CRC metastasis. 

Exosomes are stable message carriers for a variety of biomole-

cules and take part in each step of CRC progression. Mounting 

evidence indicates that some exosomal molecules are useful 

biomarkers for the early diagnosis and companion diagnosis 

or prediction of distant metastasis or drug resistance in CRC, 

and engineered exosomes can be used as delivery systems to 

load drugs for the treatment of CRC. Some representative exo-

somal molecules are discussed in this review. Although great 

progress has been made, further studies are needed to eluci-

date the roles of exosomes as clinical biomarkers for CRC and 

their roles in the crosstalk between CRC and immune cells.

Exosomes have shown promising potential in the treatment 

of CRC, but there are still many limitations and challenges to 

overcome before exosomes can be successfully applied as bio-

markers in the clinic. The main obstacles that limit the wide-

spread clinical use of exosome biomarkers are their heteroge-

neity, the presence of non-vesicular extracellular substances, 

such as exomeres235 and supermeres236, and the lack of stand-

ardized and reliable methods for mass production of exosomes. 

Understanding exosome heterogeneity and the composition 

and functional properties of non-vesicular extracellular nan-

oparticles is crucial for identifying biomarkers and designing 

drug treatment strategies. Secondly, it is important to improve 

the efficiency of intercellular delivery of exosomes and ensure 

the specific delivery of exosome components. Studies have 

found that some proteins and nucleic acids will degrade or 

form insoluble nucleic acid aggregates during the process of 

loading into exosomes, which will affect the delivery efficiency 

of exosomes. In addition, the mechanisms by which different 

cell types influence the delivery properties of exosomes are 

largely unknown, and exosomes derived from the same cell 

can also show differences in properties, so exosomes need to be 

properly characterized before application in clinical therapy. 

The complexity of TME changes dynamically, as well as the 

fact that exosomes contain many currently unknown compo-

nents. Targeting one exosomal component for treatment may 

induce a compensatory response of the TME or compensatory 

changes in other components of the exosome. Finally, due to 

the differences between animal models and human experi-

ments, the dose of exosomes cannot be uniformly regulated. At 

present, there are few clinical studies with a focus on the diag-

nosis and treatment of CRC based on exosomes. Therefore, we 

need to conduct additional studies to standardize the effective 

conversion of data between animal experiments and clinical 

trials to promote the clinical application of exosomes.

Acknowledgements

We are grateful to our colleagues for their valuable assistance 

in this study. We would like to extend our gratitude to eBioart 

for their assistance in creating the cover image.

Grant support

This study was supported by grants from the National Natural 

Science Foundation of China (Grant Nos. 82222058, 82073197, 

81871913, 81972224, and 82273142).

Conflict of interest statement

No potential conflicts of interest are disclosed.

Author contributions

Conceived and designed the analysis: Xiaodi Zhao, Yuanyuan 

Lu, Xin Wang.

Collected the data: Juan Hui, Mingzhen Zhou, Guangzhou An.

Contributed data or analysis tools: Juan Hui, Hui Zhang.

Performed the analysis: Juan Hui, Xiaodi Zhao, Xin Wang.

Wrote the manuscript: Juan Hui, Mingzhen Zhou, Guangzhou 

An.

References

1.	 Maomao C, He L, Dianqin S, Siyi H, Xinxin Y, Fan Y, et al. Current 

cancer burden in China: epidemiology, etiology, and prevention. 

Cancer Biol Med. 2022; 19: 1121-38.

2.	 Vuik FE, Nieuwenburg SA, Bardou M, Lansdorp-Vogelaar I, 

Dinis-Ribeiro M, Bento MJ, et al. Increasing incidence of colorectal 

cancer in young adults in Europe over the last 25 years. Gut. 2019; 

68: 1820-6.



Cancer Biol Med Vol 20, No 8 August 2023� 591

3.	 Wolf AMD, Fontham ETH, Church TR, Flowers CR, Guerra CE, 

LaMonte SJ, et al. Colorectal cancer screening for average-risk 

adults: 2018 guideline update from the American Cancer Society. 

CA Cancer J Clin. 2018; 68: 250-81.

4.	 Jiang Y, Yuan H, Li Z, Ji X, Shen Q, Tuo J, et al. Global pattern 

and trends of colorectal cancer survival: a systematic review of 

population-based registration data. Cancer Biol Med. 2021; 19: 

175-86.

5.	 Schreuders EH, Ruco A, Rabeneck L, Schoen RE, Sung JJ, Young 

GP, et al. Colorectal cancer screening: a global overview of existing 

programmes. Gut. 2015; 64: 1637-49.

6.	 Garborg K, Holme Ø, Løberg M, Kalager M, Adami HO, Bretthauer 

M. Current status of screening for colorectal cancer. Ann Oncol. 

2013; 24: 1963-72.

7.	 Zhou Q, Li M, Wang X, Li Q, Wang T, Zhu Q, et al. Immune-related 

microRNAs are abundant in breast milk exosomes. Int J Biol Sci. 

2012; 8: 118-23.

8.	 Lv LL, Cao Y, Liu D, Xu M, Liu H, Tang RN, et al. Isolation and 

quantification of microRNAs from urinary exosomes/microvesicles 

for biomarker discovery. Int J Biol Sci. 2013; 9: 1021-31.

9.	 Tian Y, Cheng C, Wei Y, Yang F, Li G. The role of exosomes in 

inflammatory diseases and tumor-related inflammation. Cells. 

2022; 11: 1005.

10.	 Tang Q, Yang S, He G, Zheng H, Zhang S, Liu J, et al. Tumor-

derived exosomes in the cancer immune microenvironment and 

cancer immunotherapy. Cancer Lett. 2022; 548: 215823.

11.	 Huang W, Meng L, Chen Y, Dong Z, Peng Q. Bacterial outer 

membrane vesicles as potential biological nanomaterials for 

antibacterial therapy. Acta Biomater. 2022; 140: 102-15.

12.	 Moller A, Lobb RJ. The evolving translational potential of small 

extracellular vesicles in cancer. Nat Rev Cancer. 2020; 20: 697-709.

13.	 Jeppesen DK, Zhang Q, Franklin JL, Coffey RJ. Extracellular 

vesicles and nanoparticles: emerging complexities. Trends Cell 

Biol. 2023.

14.	 Crescitelli R, Lässer C, Lötvall J. Isolation and characterization of 

extracellular vesicle subpopulations from tissues. Nat Protoc. 2021; 

16: 1548-80.

15.	 Kalluri R, McAndrews KM. The role of extracellular vesicles in 

cancer. Cell. 2023; 186: 1610-26.

16.	 Pegtel DM, Gould SJ. Exosomes. Annu Rev Biochem. 2019; 88: 

487-514.

17.	 Takahashi Y, Takakura Y. Extracellular vesicle-based therapeutics: 

Extracellular vesicles as therapeutic targets and agents. Pharmacol 

Ther. 2023; 242: 108352.

18.	 Liu J, Ren L, Li S, Li W, Zheng X, Yang Y, et al. The biology, 

function, and applications of exosomes in cancer. Acta Pharm Sin 

B. 2021; 11: 2783-97.

19.	 Ricklefs FL, Maire CL, Reimer R, Dührsen L, Kolbe K, Holz 

M, et al. Imaging flow cytometry facilitates multiparametric 

characterization of extracellular vesicles in malignant brain 

tumours. J Extracell Vesicles. 2019; 8: 1588555.

20.	 He C, Li L, Wang L, Meng W, Hao Y, Zhu G. Exosome-mediated 

cellular crosstalk within the tumor microenvironment upon 

irradiation. Cancer Biol Med. 2021; 18: 21-33.

21.	 Kalluri R, LeBleu VS. The biology, function, and biomedical 

applications of exosomes. Science. 2020; 367.

22.	 Colombo M, Raposo G, Thery C. Biogenesis, secretion, and 

intercellular interactions of exosomes and other extracellular 

vesicles. Annu Rev Cell Dev Biol. 2014; 30: 255-89.

23.	 van Niel G, D’Angelo G, Raposo G. Shedding light on the cell biology 

of extracellular vesicles. Nat Rev Mol Cell Biol. 2018; 19: 213-28.

24.	 Wei H, Chen Q, Lin L, Sha C, Li T, Liu Y, et al. Regulation of 

exosome production and cargo sorting. Int J Biol Sci. 2021; 17: 

163-77.

25.	 Jeppesen DK, Fenix AM, Franklin JL, Higginbotham JN, Zhang Q, 

Zimmerman LJ, et al. Reassessment of exosome composition. Cell. 

2019; 177: 428-45.e18.

26.	 Yokoi A, Villar-Prados A, Oliphint PA, Zhang J, Song X, De Hoff P, 

et al. Mechanisms of nuclear content loading to exosomes. Sci Adv. 

2019; 5: eaax8849.

27.	 Fabbiano F, Corsi J, Gurrieri E, Trevisan C, Notarangelo M, 

D’Agostino VG. RNA packaging into extracellular vesicles: an 

orchestra of RNA-binding proteins? J Extracell Vesicles. 2020; 10: 

e12043.

28.	 Zhang Q, Jeppesen DK, Higginbotham JN, Demory Beckler 

M, Poulin EJ, Walsh AJ, et al. Mutant KRAS exosomes alter the 

metabolic state of recipient colonic epithelial cells. Cell Mol 

Gastroenterol Hepatol. 2018; 5: 627-9.e6.

29.	 Dou Y, Cha DJ, Franklin JL, Higginbotham JN, Jeppesen DK, 

Weaver AM, et al. Circular RNAs are down-regulated in KRAS 

mutant colon cancer cells and can be transferred to exosomes. Sci 

Rep. 2016; 6: 37982.

30.	 Cha DJ, Franklin JL, Dou Y, Liu Q, Higginbotham JN, Demory 

Beckler M, et al. KRAS-dependent sorting of miRNA to exosomes. 

Elife. 2015; 4: e07197.

31.	 Demory Beckler M, Higginbotham JN, Franklin JL, Ham AJ, 

Halvey PJ, Imasuen IE, et al. Proteomic analysis of exosomes from 

mutant KRAS colon cancer cells identifies intercellular transfer of 

mutant KRAS. Mol Cell Proteomics. 2013; 12: 343-55.

32.	 Wang H, Chen H, Huang Z, Li T, Deng A, Kong J. DNase I enzyme-

aided fluorescence signal amplification based on graphene oxide-

DNA aptamer interactions for colorectal cancer exosome detection. 

Talanta. 2018; 184: 219-26.

33.	 Mathivanan S, Lim JW, Tauro BJ, Ji H, Moritz RL, Simpson RJ. 

Proteomics analysis of A33 immunoaffinity-purified exosomes 

released from the human colon tumor cell line LIM1215 reveals 

a tissue-specific protein signature. Mol Cell Proteomics. 2010; 9: 

197-208.

34.	 Tauro BJ, Greening DW, Mathias RA, Mathivanan S, Ji H, 

Simpson RJ. Two distinct populations of exosomes are released 

from LIM1863 colon carcinoma cell-derived organoids. Mol Cell 

Proteomics. 2013; 12: 587-98.

35.	 Ma L, Yu H, Zhu Y, Xu K, Zhao A, Ding L, et al. Isolation and 

proteomic profiling of urinary exosomes from patients with 

colorectal cancer. Proteome Sci. 2023; 21: 3.

36.	 Wang M, Pan Y, Wu S, Sun Z, Wang L, Yang J, et al. Detection of 

colorectal cancer-derived exosomes based on covalent organic 

frameworks. Biosens Bioelectron. 2020; 169: 112638.



592� Hui et al. The role of exosomes in colorectal cancer

37.	 Kotelevets L, Chastre E. Extracellular vesicles in colorectal 

cancer: from tumor growth and metastasis to biomarkers and 

nanomedications. Cancers (Basel). 2023; 15: 1107.

38.	 Sinha S, Hoshino D, Hong NH, Kirkbride KC, Grega-Larson NE, 

Seiki M, et al. Cortactin promotes exosome secretion by controlling 

branched actin dynamics. J Cell Biol. 2016; 214: 197-213.

39.	 Stenmark H. Rab GTPases as coordinators of vesicle traffic. Nat Rev 

Mol Cell Biol. 2009; 10: 513-25.

40.	 Wei D, Zhan W, Gao Y, Huang L, Gong R, Wang W, et al. RAB31 

marks and controls an ESCRT-independent exosome pathway. Cell 

Res. 2021; 31: 157-77.

41.	 Jongsma ML, Bakker J, Cabukusta B, Liv N, van Elsland D, Fermie 

J, et al. SKIP-HOPS recruits TBC1D15 for a Rab7-to-Arl8b identity 

switch to control late endosome transport. Embo J. 2020; 39: 

e102301.

42.	 Chauhan V, Qutob SS, Lui S, Mariampillai A, Bellier PV, Yauk CL, 

et al. Analysis of gene expression in two human-derived cell lines 

exposed in vitro to a 1.9 GHz pulse-modulated radiofrequency 

field. Proteomics. 2007; 7: 3896-905.

43.	 Hoshino D, Kirkbride KC, Costello K, Clark ES, Sinha S, Grega-

Larson N, et al. Exosome secretion is enhanced by invadopodia and 

drives invasive behavior. Cell Rep. 2013; 5: 1159-68.

44.	 Nabariya DK, Pallu R, Yenuganti VR. Exosomes: the protagonists 

in the tale of colorectal cancer? Biochim Biophys Acta Rev Cancer. 

2020; 1874: 188426.

45.	 Mulcahy LA, Pink RC, Carter DR. Routes and mechanisms of 

extracellular vesicle uptake. J Extracell Vesicles. 2014; 3.

46.	 Jiang Z, Liu G, Li J. Recent progress on the isolation and detection 

methods of exosomes. Chem Asian J. 2020; 15: 3973-82.

47.	 Cheng S, Li Y, Yan H, Wen Y, Zhou X, Friedman L, et al. Advances 

in microfluidic extracellular vesicle analysis for cancer diagnostics. 

Lab Chip. 2021; 21: 3219-43.

48.	 Shu S, Yang Y, Allen CL, Hurley E, Tung KH, Minderman H, et al. 

Purity and yield of melanoma exosomes are dependent on isolation 

method. J Extracell Vesicles. 2020; 9: 1692401.

49.	 Lin S, Yu Z, Chen D, Wang Z, Miao J, Li Q, et al. Progress in 

microfluidics-based exosome separation and detection technologies 

for diagnostic applications. Small. 2020; 16: e1903916.

50.	 Zhu L, Wang K, Cui J, Liu H, Bu X, Ma H, et al. Label-free 

quantitative detection of tumor-derived exosomes through surface 

plasmon resonance imaging. Anal Chem. 2014; 86: 8857-64.

51.	 Wang S, Zhang L, Wan S, Cansiz S, Cui C, Liu Y, et al. Aptasensor 

with expanded nucleotide using DNA nanotetrahedra for 

electrochemical detection of cancerous exosomes. ACS Nano. 2017; 

11: 3943-9.

52.	 Tavallaie R, McCarroll J, Le Grand M, Ariotti N, Schuhmann 

W, Bakker E, et al. Nucleic acid hybridization on an electrically 

reconfigurable network of gold-coated magnetic nanoparticles 

enables microRNA detection in blood. Nat Nanotechnol. 2018; 13: 

1066-71.

53.	 Mori K, Hirase M, Morishige T, Takano E, Sunayama H, Kitayama 

Y, et al. A pretreatment-free, polymer-based platform prepared 

by molecular imprinting and post-imprinting modifications for 

sensing intact exosomes. Angew Chem Int Ed Engl. 2019; 58: 

1612-5.

54.	 Gao X, Li S, Ding F, Fan H, Shi L, Zhu L, et al. Rapid detection of 

exosomal MicroRNAs using virus-mimicking fusogenic vesicles. 

Angew Chem Int Ed Engl. 2019; 58: 8719-23.

55.	 Li J, Li Y, Li P, Zhang Y, Du L, Wang Y, et al. Exosome detection via 

surface-enhanced Raman spectroscopy for cancer diagnosis. Acta 

Biomater. 2022; 144: 1-14.

56.	 Diao X, Li X, Hou S, Li H, Qi G, Jin Y. Machine learning-based 

label-free SERS profiling of exosomes for accurate fuzzy diagnosis 

of cancer and dynamic monitoring of drug therapeutic processes. 

Anal Chem. 2023; 95: 7552-9.

57.	 Lin C, Liang S, Li Y, Peng Y, Huang Z, Li Z, et al. Localized 

plasmonic sensor for direct identifying lung and colon cancer from 

the blood. Biosens Bioelectron. 2022; 211: 114372.

58.	 Ashrafizadeh M, Farhood B, Eleojo Musa A, Taeb S, Najafi M. 

The interactions and communications in tumor resistance to 

radiotherapy: therapy perspectives. Int Immunopharmacol. 2020; 

87: 106807.

59.	 Han L, Wang S, Wei C, Fang Y, Huang S, Yin T, et al. Tumour 

microenvironment: a non-negligible driver for epithelial-

mesenchymal transition in colorectal cancer. Expert Rev Mol Med. 

2021; 23: e16.

60.	 Wynn TA, Chawla A, Pollard JW. Macrophage biology in 

development, homeostasis and disease. Nature. 2013; 496: 445-55.

61.	 Funes SC, Rios M, Escobar-Vera J, Kalergis AM. Implications of 

macrophage polarization in autoimmunity. Immunology. 2018; 

154: 186-95.

62.	 Christofides A, Strauss L, Yeo A, Cao C, Charest A, Boussiotis 

VA. The complex role of tumor-infiltrating macrophages. Nat 

Immunol. 2022; 23: 1148-56.

63.	 Yang M, McKay D, Pollard JW, Lewis CE. Diverse functions of 

macrophages in different tumor microenvironments. Cancer Res. 

2018; 78: 5492-503.

64.	 Zhou J, Tang Z, Gao S, Li C, Feng Y, Zhou X. Tumor-associated 

macrophages: recent insights and therapies. Front Oncol. 2020; 10: 

188.

65.	 Wang C, Cao M, Jiang X, Yao Y, Liu Z, Luo D. Macrophage balance 

fraction determines the degree of immunosuppression and 

metastatic ability of breast cancer. Int Immunopharmacol. 2021; 

97: 107682.

66.	 Tylek T, Blum C, Hrynevich A, Schlegelmilch K, Schilling T, 

Dalton PD, et al. Precisely defined fiber scaffolds with 40 μm 

porosity induce elongation driven M2-like polarization of human 

macrophages. Biofabrication. 2020; 12: 025007.

67.	 Li H, Somiya M, Kuroda S. Enhancing antibody-dependent cellular 

phagocytosis by Re-education of tumor-associated macrophages 

with resiquimod-encapsulated liposomes. Biomaterials. 2021; 268: 

120601.

68.	 Liu YC, Zou XB, Chai YF, Yao YM. Macrophage polarization in 

inflammatory diseases. Int J Biol Sci. 2014; 10: 520-9.

69.	 Huen SC, Cantley LG. Macrophages in renal injury and repair. 

Annu Rev Physiol. 2017; 79: 449-69.



Cancer Biol Med Vol 20, No 8 August 2023� 593

70.	 Ivashkiv LB. Epigenetic regulation of macrophage polarization and 

function. Trends Immunol. 2013; 34: 216-23.

71.	 Ruytinx P, Proost P, Van Damme J, Struyf S. Chemokine-induced 

macrophage polarization in inflammatory conditions. Front 

Immunol. 2018; 9: 1930.

72.	 Davis MJ, Tsang TM, Qiu Y, Dayrit JK, Freij JB, Huffnagle GB, et al. 

Macrophage M1/M2 polarization dynamically adapts to changes 

in cytokine microenvironments in Cryptococcus neoformans 

infection. mBio. 2013; 4: e00264-13.

73.	 Yang C, Dou R, Wei C, Liu K, Shi D, Zhang C, et al. Tumor-derived 

exosomal microRNA-106b-5p activates EMT-cancer cell and 

M2-subtype TAM interaction to facilitate CRC metastasis. Mol 

Ther. 2021; 29: 2088-107.

74.	 Zhao S, Mi Y, Guan B, Zheng B, Wei P, Gu Y, et al. Tumor-derived 

exosomal miR-934 induces macrophage M2 polarization to 

promote liver metastasis of colorectal cancer. J Hematol Oncol. 

2020; 13: 156.

75.	 Wang D, Wang X, Si M, Yang J, Sun S, Wu H, et al. Exosome-

encapsulated miRNAs contribute to CXCL12/CXCR4-induced liver 

metastasis of colorectal cancer by enhancing M2 polarization of 

macrophages. Cancer Lett. 2020; 474: 36-52.

76.	 Liang ZX, Liu HS, Wang FW, Xiong L, Zhou C, Hu T, et al. LncRNA 

RPPH1 promotes colorectal cancer metastasis by interacting with 

TUBB3 and by promoting exosomes-mediated macrophage M2 

polarization. Cell Death Dis. 2019; 10: 829.

77.	 Lan J, Sun L, Xu F, Liu L, Hu F, Song D, et al. M2 Macrophage-

derived exosomes promote cell migration and invasion in colon 

cancer. Cancer Res. 2019; 79: 146-58.

78.	 Rastegari-Pouyani M, Mohammadi-Motlagh HR, Baghaei K, 

Mansouri K, Hajivalili M, Mostafaie A, et al. 2-methylpyridine-

1-ium-1-sulfonate modifies tumor-derived exosome 

mediated macrophage polarization: Relevance to the tumor 

microenvironment. Int Immunopharmacol. 2022; 106: 108581.

79.	 Khaled YS, Ammori BJ, Elkord E. Increased levels of granulocytic 

myeloid-derived suppressor cells in peripheral blood and tumour 

tissue of pancreatic cancer patients. J Immunol Res. 2014; 2014: 

879897.

80.	 Cole KE, Ly QP, Hollingsworth MA, Cox JL, Padussis JC, Foster JM, 

et al. Human splenic myeloid derived suppressor cells: Phenotypic 

and clustering analysis. Cell Immunol. 2021; 363: 104317.

81.	 Tcyganov E, Mastio J, Chen E, Gabrilovich DI. Plasticity of 

myeloid-derived suppressor cells in cancer. Curr Opin Immunol. 

2018; 51: 76-82.

82.	 Groth C, Hu X, Weber R, Fleming V, Altevogt P, Utikal J, et al. 

Immunosuppression mediated by myeloid-derived suppressor 

cells (MDSCs) during tumour progression. Br J Cancer. 2019; 120: 

16-25.

83.	 Wang Y, Yin K, Tian J, Xia X, Ma J, Tang X, et al. Granulocytic 

myeloid-derived suppressor cells promote the stemness of 

colorectal cancer cells through exosomal S100A9. Adv Sci (Weinh). 

2019; 6: 1901278.

84.	 Chalmin F, Ladoire S, Mignot G, Vincent J, Bruchard M, Remy-

Martin JP, et al. Membrane-associated Hsp72 from tumor-derived 

exosomes mediates STAT3-dependent immunosuppressive 

function of mouse and human myeloid-derived suppressor cells. J 

Clin Invest. 2010; 120: 457-71.

85.	 Liu X, Gao Q, Wu S, Qin H, Zhang T, Zheng X, et al. Optically 

manipulated neutrophils as native microcrafts in vivo. ACS Cent 

Sci. 2022; 8: 1017-27.

86.	 Subhan MA, Torchilin VP. Neutrophils as an emerging therapeutic 

target and tool for cancer therapy. Life Sci. 2021; 285: 119952.

87.	 Coffelt SB, Wellenstein MD, de Visser KE. Neutrophils in cancer: 

neutral no more. Nat Rev Cancer. 2016; 16: 431-46.

88.	 Swierczak A, Mouchemore KA, Hamilton JA, Anderson RL. 

Neutrophils: important contributors to tumor progression and 

metastasis. Cancer Metastasis Rev. 2015; 34: 735-51.

89.	 Shaul ME, Fridlender ZG. Cancer-related circulating and tumor-

associated neutrophils - subtypes, sources and function. FEBS J. 

2018; 285: 4316-42.

90.	 Shang A, Gu C, Wang W, Wang X, Sun J, Zeng B, et al. Exosomal 

circPACRGL promotes progression of colorectal cancer via the 

miR-142-3p/miR-506-3p- TGF-β1 axis. Mol Cancer. 2020; 19: 117.

91.	 Shang A, Gu C, Zhou C, Yang Y, Chen C, Zeng B, et al. Exosomal 

KRAS mutation promotes the formation of tumor-associated 

neutrophil extracellular traps and causes deterioration of colorectal 

cancer by inducing IL-8 expression. Cell Commun Signal. 2020; 18: 

52.

92.	 Hwang WL, Lan HY, Cheng WC, Huang SC, Yang MH. Tumor 

stem-like cell-derived exosomal RNAs prime neutrophils for 

facilitating tumorigenesis of colon cancer. J Hematol Oncol. 2019; 

12: 10.

93.	 Akar-Ghibril N. Defects of the innate immune system and related 

immune deficiencies. Clin Rev Allergy Immunol. 2022; 63: 36-54.

94.	 Devillier R, Chrétien AS, Pagliardini T, Salem N, Blaise D, 

Olive D. Mechanisms of NK cell dysfunction in the tumor 

microenvironment and current clinical approaches to harness 

NK cell potential for immunotherapy. J Leukoc Biol. 2021; 109: 

1071-88.

95.	 Wang X, Xiong H, Ning Z. Implications of NKG2A in immunity 

and immune-mediated diseases. Front Immunol. 2022; 13: 

960852.

96.	 Zheng Y, Li Y, Tang B, Zhao Q, Wang D, Liu Y, et al. IL-6-induced 

CD39 expression on tumor-infiltrating NK cells predicts poor 

prognosis in esophageal squamous cell carcinoma. Cancer 

Immunol Immunother. 2020; 69: 2371-80.

97.	 Zhang PF, Gao C, Huang XY, Lu JC, Guo XJ, Shi GM, et al. 

Cancer cell-derived exosomal circUHRF1 induces natural killer 

cell exhaustion and may cause resistance to anti-PD1 therapy in 

hepatocellular carcinoma. Mol Cancer. 2020; 19: 110.

98.	 Huang Y, Luo Y, Ou W, Wang Y, Dong D, Peng X, et al. Exosomal 

lncRNA SNHG10 derived from colorectal cancer cells suppresses 

natural killer cell cytotoxicity by upregulating INHBC. Cancer Cell 

Int. 2021; 21: 528.

99.	 Hu Y, Tian ZG, Zhang C. Chimeric antigen receptor (CAR)-

transduced natural killer cells in tumor immunotherapy. Acta 

Pharmacol Sin. 2018; 39: 167-76.



594� Hui et al. The role of exosomes in colorectal cancer

100.	 Aarsund M, Segers FM, Wu Y, Inngjerdingen M. Comparison of 

characteristics and tumor targeting properties of extracellular vesicles 

derived from primary NK cells or NK-cell lines stimulated with IL-15 

or IL-12/15/18. Cancer Immunol Immunother. 2022; 71: 2227-38.

101.	 Gastpar R, Gehrmann M, Bausero MA, Asea A, Gross C, Schroeder 

JA, et al. Heat shock protein 70 surface-positive tumor exosomes 

stimulate migratory and cytolytic activity of natural killer cells. 

Cancer Res. 2005; 65: 5238-47.

102.	 Hilligan KL, Ronchese F. Antigen presentation by dendritic cells 

and their instruction of CD4+ T helper cell responses. Cell Mol 

Immunol. 2020; 17: 587-99.

103.	 Cifuentes-Rius A, Desai A, Yuen D, Johnston APR, Voelcker 

NH. Inducing immune tolerance with dendritic cell-targeting 

nanomedicines. Nat Nanotechnol. 2021; 16: 37-46.

104.	 Wang J, Dai X, Hsu C, Ming C, He Y, Zhang J, et al. Discrimination 

of the heterogeneity of bone marrow-derived dendritic cells. Mol 

Med Rep. 2017; 16: 6787-93.

105.	 Baghaei K, Tokhanbigli S, Asadzadeh H, Nmaki S, Reza Zali M, 

Hashemi SM. Exosomes as a novel cell-free therapeutic approach in 

gastrointestinal diseases. J Cell Physiol. 2019; 234: 9910-26.

106.	 Hu S, Ma J, Su C, Chen Y, Shu Y, Qi Z, et al. Engineered exosome-

like nanovesicles suppress tumor growth by reprogramming 

tumor microenvironment and promoting tumor ferroptosis. Acta 

Biomater. 2021; 135: 567-81.

107.	 Lu J, Wei N, Zhu S, Chen X, Gong H, Mi R, et al. Exosomes 

derived from dendritic cells infected with toxoplasma gondii show 

antitumoral activity in a mouse model of colorectal cancer. Front 

Oncol. 2022; 12: 899737.

108.	 Naseri M, Zöller M, Hadjati J, Ghods R, Ranaei Pirmardan E, Kiani 

J, et al. Dendritic cells loaded with exosomes derived from cancer 

stem cell-enriched spheroids as a potential immunotherapeutic 

option. J Cell Mol Med. 2021; 25: 3312-26.

109.	 Xu Y, Jiang K, Chen F, Qian J, Wang D, Wu Y, et al. Bone marrow-

derived naïve B lymphocytes improve heart function after 

myocardial infarction: a novel cardioprotective mechanism for 

empagliflozin. Basic Res Cardiol. 2022; 117: 47.

110.	 Jensen O, Trivedi S, Meier JD, Fairfax KC, Hale JS, Leung DT. A 

subset of follicular helper-like MAIT cells can provide B cell help 

and support antibody production in the mucosa. Sci Immunol. 

2022; 7: eabe8931.

111.	 Mesin L, Ersching J, Victora GD. Germinal center B cell dynamics. 

Immunity. 2016; 45: 471-82.

112.	 Feng M, Zhao Z, Yang M, Ji J, Zhu D. T-cell-based immunotherapy 

in colorectal cancer. Cancer Lett. 2021; 498: 201-9.

113.	 Campillo-Gimenez L, Rios-Covian D, Rivera-Nieves J, Kiyono 

H, Chu H, Ernst PB. Microbial-driven immunological memory 

and its potential role in microbiome editing for the prevention of 

colorectal cancer. Front Cell Infect Microbiol. 2021; 11: 752304.

114.	 Fan K, Jin L, Yu S. Roles of regulatory B cells in the pathogenesis of 

allergic rhinitis. Allergol Immunopathol (Madr). 2022; 50: 7-15.

115.	 Dasgupta S, Dasgupta S, Bandyopadhyay M. Regulatory B cells in 

infection, inflammation, and autoimmunity. Cell Immunol. 2020; 

352: 104076.

116.	 Liu JL, Wang CY, Cheng TY, Rixiati Y, Ji C, Deng M, et al. Circadian 

clock disruption suppresses PDL1(+) intraepithelial B cells in 

experimental colitis and colitis-associated colorectal cancer. Cell 

Mol Gastroenterol Hepatol. 2021; 12: 251-76.

117.	 Xie Z, Xia J, Jiao M, Zhao P, Wang Z, Lin S, et al. Exosomal lncRNA 

HOTAIR induces PDL1(+) B cells to impede anti-tumor immunity 

in colorectal cancer. Biochem Biophys Res Commun. 2023; 644: 

112-21.

118.	 Kishton RJ, Sukumar M, Restifo NP. Metabolic regulation of T 

cell longevity and function in tumor immunotherapy. Cell Metab. 

2017; 26: 94-109.

119.	 Dong C. Cytokine regulation and function in T Cells. Annu Rev 

Immunol. 2021; 39: 51-76.

120.	 Maker AV, Ito H, Mo Q, Weisenberg E, Qin LX, Turcotte S, et al. 

Genetic evidence that intratumoral T-cell proliferation and 

activation are associated with recurrence and survival in patients 

with resected colorectal liver metastases. Cancer Immunol Res. 

2015; 3: 380-8.

121.	 Turcotte S, Katz SC, Shia J, Jarnagin WR, Kingham TP, Allen PJ, 

et al. Tumor MHC class I expression improves the prognostic value 

of T-cell density in resected colorectal liver metastases. Cancer 

Immunol Res. 2014; 2: 530-7.

122.	 Tamm C, Sabri F, Ceccatelli S. Mitochondrial-mediated apoptosis 

in neural stem cells exposed to manganese. Toxicol Sci. 2008; 101: 

310-20.

123.	 Andreola G, Rivoltini L, Castelli C, Huber V, Perego P, Deho P, et al. 

Induction of lymphocyte apoptosis by tumor cell secretion of FasL-

bearing microvesicles. J Exp Med. 2002; 195: 1303-16.

124.	 Farhood B, Najafi M, Mortezaee K. CD8(+) cytotoxic T 

lymphocytes in cancer immunotherapy: a review. J Cell Physiol. 

2019; 234: 8509-21.

125.	 Borst J, Ahrends T, Bąbała N, Melief CJM, Kastenmüller W. CD4(+) 

T cell help in cancer immunology and immunotherapy. Nat Rev 

Immunol. 2018; 18: 635-47.

126.	 Toor SM, Murshed K, Al-Dhaheri M, Khawar M, Abu Nada 

M, Elkord E. Immune checkpoints in circulating and tumor-

infiltrating CD4(+) T cell subsets in colorectal cancer patients. 

Front Immunol. 2019; 10: 2936.

127.	 Oshi M, Sarkar J, Wu R, Tokumaru Y, Yan L, Nakagawa K, et al. 

Intratumoral density of regulatory T cells is a predictor of host 

immune response and chemotherapy response in colorectal cancer. 

Am J Cancer Res. 2022; 12: 490-503.

128.	 Kugeratski FG, Kalluri R. Exosomes as mediators of immune 

regulation and immunotherapy in cancer. FEBS J. 2021; 288: 10-35.

129.	 Parakrama R, Fogel E, Chandy C, Augustine T, Coffey M, Tesfa 

L, et al. Immune characterization of metastatic colorectal cancer 

patients post reovirus administration. BMC Cancer. 2020; 20: 569.

130.	 Poggio M, Hu T, Pai CC, Chu B, Belair CD, Chang A, et al. 

Suppression of exosomal PD-L1 induces systemic anti-tumor 

immunity and memory. Cell. 2019; 177: 414-27.e13.

131.	 Mima K, Nishihara R, Nowak JA, Kim SA, Song M, Inamura K, 

et al. MicroRNA MIR21 and T cells in colorectal cancer. Cancer 

Immunol Res. 2016; 4: 33-40.



Cancer Biol Med Vol 20, No 8 August 2023� 595

132.	 Eylem CC, Yilmaz M, Derkus B, Nemutlu E, Camci CB, Yilmaz E, 

et al. Untargeted multi-omic analysis of colorectal cancer-specific 

exosomes reveals joint pathways of colorectal cancer in both 

clinical samples and cell culture. Cancer Lett. 2020; 469: 186-94.

133.	 Ogata-Kawata H, Izumiya M, Kurioka D, Honma Y, Yamada Y, 

Furuta K, et al. Circulating exosomal microRNAs as biomarkers of 

colon cancer. PLoS One. 2014; 9: e92921.

134.	 Yin Y, Liu B, Cao Y, Yao S, Liu Y, Jin G, et al. Colorectal cancer-

derived small extracellular vesicles promote tumor immune 

evasion by upregulating PD-L1 expression in tumor-associated 

macrophages. Adv Sci (Weinh). 2022; 9: 2102620.

135.	 Kennel KB, Bozlar M, De Valk AF, Greten FR. Cancer-associated 

fibroblasts in inflammation and antitumor immunity. Clin Cancer 

Res. 2023; 29: 1009-16.

136.	 Shoucair I, Weber Mello F, Jabalee J, Maleki S, Garnis C. The 

role of cancer-associated fibroblasts and extracellular vesicles in 

tumorigenesis. Int J Mol Sci. 2020; 21: 6837.

137.	 Erin N, Grahovac J, Brozovic A, Efferth T. Tumor 

microenvironment and epithelial mesenchymal transition as targets 

to overcome tumor multidrug resistance. Drug Resist Updat. 2020; 

53: 100715.

138.	 Jiang Y, Qiu Q, Jing X, Song Z, Zhang Y, Wang C, et al. Cancer-

associated fibroblast-derived exosome miR-181b-3p promotes the 

occurrence and development of colorectal cancer by regulating 

SNX2 expression. Biochem Biophys Res Commun. 2023; 641: 

177-85.

139.	 Shi W, Liu Y, Qiu X, Yang L, Lin G. Cancer-associated fibroblasts-

derived exosome-mediated transfer of miR-345-5p promotes 

the progression of colorectal cancer by targeting CDKN1A. 

Carcinogenesis. 2023; 44: 317-27.

140.	 Yin H, Yu S, Xie Y, Dai X, Dong M, Sheng C, et al. Cancer-

associated fibroblasts-derived exosomes upregulate microRNA-

135b-5p to promote colorectal cancer cell growth and angiogenesis 

by inhibiting thioredoxin-interacting protein. Cell Signal. 2021; 84: 

110029.

141.	 Zhou L, Li J, Tang Y, Yang M. Exosomal LncRNA LINC00659 

transferred from cancer-associated fibroblasts promotes colorectal 

cancer cell progression via miR-342-3p/ANXA2 axis. J Transl Med. 

2021; 19: 8.

142.	 Yang P, Zhang D, Wang T, Ji J, Jin C, Peng C, et al. CAF-derived 

exosomal WEE2-AS1 facilitates colorectal cancer progression via 

promoting degradation of MOB1A to inhibit the Hippo pathway. 

Cell Death Dis. 2022; 13: 796.

143.	 Shi Y, Zhu H, Jiang H, Yue H, Yuan F, Wang F. Cancer-associated 

fibroblasts-derived exosomes from chemoresistant patients regulate 

cisplatin resistance and angiogenesis by delivering VEGFA in 

colorectal cancer. Anticancer Drugs. 2023; 34: 422-30.

144.	 Chen X, Liu Y, Zhang Q, Liu B, Cheng Y, Zhang Y, et al. Exosomal 

miR-590-3p derived from cancer-associated fibroblasts confers 

radioresistance in colorectal cancer. Mol Ther Nucleic Acids. 2021; 

24: 113-26.

145.	 Liu L, Zhang Z, Zhou L, Hu L, Yin C, Qing D, et al. Cancer 

associated fibroblasts-derived exosomes contribute to 

radioresistance through promoting colorectal cancer stem cells 

phenotype. Exp Cell Res. 2020; 391: 111956.

146.	 Wang D, Wang X, Song Y, Si M, Sun Y, Liu X, et al. Exosomal 

miR-146a-5p and miR-155-5p promote CXCL12/CXCR7-induced 

metastasis of colorectal cancer by crosstalk with cancer-associated 

fibroblasts. Cell Death Dis. 2022; 13: 380.

147.	 Rai A, Greening DW, Chen M, Xu R, Ji H, Simpson RJ. Exosomes 

derived from human primary and metastatic colorectal cancer cells 

contribute to functional heterogeneity of activated fibroblasts by 

reprogramming their proteome. Proteomics. 2019; 19: e1800148.

148.	 Yamamoto Y, Kasashima H, Fukui Y, Tsujio G, Yashiro M, 

Maeda K. The heterogeneity of cancer-associated fibroblast 

subpopulations: Their origins, biomarkers, and roles in the tumor 

microenvironment. Cancer Sci. 2023; 114: 16-24.

149.	 Lin A, Zhang J, Luo P. Crosstalk between the MSI status and tumor 

microenvironment in colorectal cancer. Front Immunol. 2020; 11: 

2039.

150.	 Cui G, Wang C, Liu J, Shon K, Gu R, Chang C, et al. Development 

of an exosome-related and immune microenvironment prognostic 

signature in colon adenocarcinoma. Front Genet. 2022; 13: 995644.

151.	 Zhao X, Yuan C, Wangmo D, Subramanian S. Tumor-secreted 

extracellular vesicles regulate T-cell costimulation and can 

be manipulated to induce tumor-specific T-cell responses. 

Gastroenterology. 2021; 161: 560-74.e11.

152.	 Wang R, Li J, Zhou X, Mao Y, Wang W, Gao S, et al. Single-cell 

genomic and transcriptomic landscapes of primary and metastatic 

colorectal cancer tumors. Genome Med. 2022; 14: 93.

153.	 Dai J, Su Y, Zhong S, Cong L, Liu B, Yang J, et al. Exosomes: 

key players in cancer and potential therapeutic strategy. Signal 

Transduct Target Ther. 2020; 5: 145.

154.	 Rizk NI, Abulsoud AI, Kamal MM, Kassem DH, Hamdy NM. 

Exosomal-long non-coding RNAs journey in colorectal cancer: evil 

and goodness faces of key players. Life Sci. 2022; 292: 120325.

155.	 Zhang W, Jiang Z, Tang D. The value of exosome-derived 

noncoding RNAs in colorectal cancer proliferation, metastasis, and 

clinical applications. Clin Transl Oncol. 2022; 24: 2305-18.

156.	 Li R, Zhou R, Wang H, Li W, Pan M, Yao X, et al. Gut microbiota-

stimulated cathepsin K secretion mediates TLR4-dependent M2 

macrophage polarization and promotes tumor metastasis in 

colorectal cancer. Cell Death Differ. 2019; 26: 2447-63.

157.	 Usman S, Waseem NH, Nguyen TKN, Mohsin S, Jamal A, Teh MT, 

et al. Vimentin is at the heart of Epithelial Mesenchymal Transition 

(EMT) mediated metastasis. Cancers (Basel). 2021; 13: 4985.

158.	 Eichelmann AK, Matuszcak C, Hummel R, Haier J. Role of miRNAs 

in cell signaling of cancer associated fibroblasts. Int J Biochem Cell 

Biol. 2018; 101: 94-102.

159.	 Murphy KJ, Chambers CR, Herrmann D, Timpson P, Pereira BA. 

Dynamic stromal alterations influence tumor-stroma crosstalk 

to promote pancreatic cancer and treatment resistance. Cancers 

(Basel). 2021; 13: 3481.

160.	 Liu H, Liu Y, Sun P, Leng K, Xu Y, Mei L, et al. Colorectal cancer-

derived exosomal miR-106b-3p promotes metastasis by down-

regulating DLC-1 expression. Clin Sci (Lond). 2020; 134: 419-34.



596� Hui et al. The role of exosomes in colorectal cancer

161.	 Scavo MP, Rizzi F, Depalo N, Fanizza E, Ingrosso C, Curri ML, et al. 

A possible role of FZD10 delivering exosomes derived from colon 

cancers cell lines in inducing activation of epithelial-mesenchymal 

transition in normal colon epithelial cell line. Int J Mol Sci. 2020; 

21: 6705.

162.	 Zhang X, Bai J, Yin H, Long L, Zheng Z, Wang Q, et al. Exosomal 

miR-1255b-5p targets human telomerase reverse transcriptase 

in colorectal cancer cells to suppress epithelial-to-mesenchymal 

transition. Mol Oncol. 2020; 14: 2589-608.

163.	 Wu F, Li F, Lin X, Xu F, Cui RR, Zhong JY, et al. Exosomes increased 

angiogenesis in papillary thyroid cancer microenvironment. 

Endocr Relat Cancer. 2019; 26: 525-38.

164.	 Qiu S, Xie L, Lu C, Gu C, Xia Y, Lv J, et al. Gastric cancer-derived 

exosomal miR-519a-3p promotes liver metastasis by inducing 

intrahepatic M2-like macrophage-mediated angiogenesis. J Exp 

Clin Cancer Res. 2022; 41: 296.

165.	 Xu K, Zhang C, Du T, Gabriel ANA, Wang X, Li X, et al. Progress of 

exosomes in the diagnosis and treatment of lung cancer. Biomed 

Pharmacother. 2021; 134: 111111.

166.	 Huang Z, Feng Y. Exosomes derived from hypoxic colorectal cancer 

cells promote angiogenesis through Wnt4-Induced β-catenin 

signaling in endothelial cells. Oncol Res. 2017; 25: 651-61.

167.	 Hu HY, Yu CH, Zhang HH, Zhang SZ, Yu WY, Yang Y, et al. Exosomal 

miR-1229 derived from colorectal cancer cells promotes angiogenesis 

by targeting HIPK2. Int J Biol Macromol. 2019; 132: 470-7.

168.	 Zeng Z, Li Y, Pan Y, Lan X, Song F, Sun J, et al. Cancer-derived 

exosomal miR-25-3p promotes pre-metastatic niche formation by 

inducing vascular permeability and angiogenesis. Nat Commun. 

2018; 9: 5395.

169.	 Zeng W, Liu Y, Li WT, Li Y, Zhu JF. CircFNDC3B sequestrates 

miR-937-5p to derepress TIMP3 and inhibit colorectal cancer 

progression. Mol Oncol. 2020; 14: 2960-84.

170.	 Theocharis AD, Skandalis SS, Gialeli C, Karamanos NK. 

Extracellular matrix structure. Adv Drug Deliv Rev. 2016; 97: 4-27.

171.	 Wang M, Su Z, Amoah Barnie P. Crosstalk among colon cancer-

derived exosomes, fibroblast-derived exosomes, and macrophage 

phenotypes in colon cancer metastasis. Int Immunopharmacol. 

2020; 81: 106298.

172.	 Danac JMC, Uy AGG, Garcia RL. Exosomal microRNAs in 

colorectal cancer: overcoming barriers of the metastatic cascade 

(Review). Int J Mol Med. 2021; 47: 112.

173.	 Zhao L, Gu C, Gan Y, Shao L, Chen H, Zhu H. Exosome-mediated 

siRNA delivery to suppress postoperative breast cancer metastasis. J 

Control Release. 2020; 318: 1-15.

174.	 Wu Q, Liu W, Wang J, Zhu L, Wang Z, Peng Y. Exosomal noncoding 

RNAs in colorectal cancer. Cancer Lett. 2020; 493: 228-35.

175.	 Zhang C, Wang XY, Zhang P, He TC, Han JH, Zhang R, et al. 

Cancer-derived exosomal HSPC111 promotes colorectal cancer 

liver metastasis by reprogramming lipid metabolism in cancer-

associated fibroblasts. Cell Death Dis. 2022; 13: 57.

176.	 Galindo-Pumariño C, Collado M, Herrera M, Peña C. Tumor 

microenvironment in metastatic colorectal cancer: the arbitrator in 

patients’ outcome. Cancers (Basel). 2021; 13: 1130.

177.	 Tian F, Wang P, Lin D, Dai J, Liu Q, Guan Y, et al. Exosome-

delivered miR-221/222 exacerbates tumor liver metastasis by 

targeting SPINT1 in colorectal cancer. Cancer Sci. 2021; 112: 

3744-55.

178.	 Zhao Y, Wang C, Goel A. Role of gut microbiota in epigenetic 

regulation of colorectal cancer. Biochim Biophys Acta Rev Cancer. 

2021; 1875: 188490.

179.	 Slavin JL. Position of the American Dietetic Association: health 

implications of dietary fiber. J Am Diet Assoc. 2008; 108: 1716-31.

180.	 Szczyrek M, Bitkowska P, Chunowski P, Czuchryta P, Krawczyk P, 

Milanowski J. Diet, microbiome, and cancer immunotherapy-a 

comprehensive review. Nutrients. 2021; 13: 2217.

181.	 Guo S, Chen J, Chen F, Zeng Q, Liu WL, Zhang G. Exosomes 

derived from Fusobacterium nucleatum-infected colorectal cancer 

cells facilitate tumour metastasis by selectively carrying miR-

1246/92b-3p/27a-3p and CXCL16. Gut. 2020.

182.	 Kowal J, Tkach M, Thery C. Biogenesis and secretion of exosomes. 

Curr Opin Cell Biol. 2014; 29: 116-25.

183.	 Yang H, Zhang H, Yang Y, Wang X, Deng T, Liu R, et al. Hypoxia 

induced exosomal circRNA promotes metastasis of Colorectal 

Cancer via targeting GEF-H1/RhoA axis. Theranostics. 2020; 10: 

8211-26.

184.	 Li Y, Zheng Q, Bao C, Li S, Guo W, Zhao J, et al. Circular RNA is 

enriched and stable in exosomes: a promising biomarker for cancer 

diagnosis. Cell Res. 2015; 25: 981-4.

185.	 Pan B, Qin J, Liu X, He B, Wang X, Pan Y, et al. Identification of 

serum exosomal hsa-circ-0004771 as a novel diagnostic biomarker 

of colorectal cancer. Front Genet. 2019; 10: 1096.

186.	 Feng W, Gong H, Wang Y, Zhu G, Xue T, Wang Y, et al. circIFT80 

functions as a ceRNA of miR-1236-3p to promote colorectal cancer 

progression. Mol Ther Nucleic Acids. 2019; 18: 375-87.

187.	 Chen C, Yu H, Han F, Lai X, Ye K, Lei S, et al. Tumor-suppressive 

circRHOBTB3 is excreted out of cells via exosome to sustain 

colorectal cancer cell fitness. Mol Cancer. 2022; 21: 46.

188.	 Li Y, Li C, Xu R, Wang Y, Li D, Zhang B. A novel circFMN2 

promotes tumor proliferation in CRC by regulating the miR-1182/

hTERT signaling pathways. Clin Sci (Lond). 2019; 133: 2463-79.

189.	 Xie Y, Li J, Li P, Li N, Zhang Y, Binang H, et al. RNA-Seq profiling 

of serum exosomal circular RNAs reveals Circ-PNN as a potential 

biomarker for human colorectal cancer. Front Oncol. 2020; 10: 982.

190.	 Wu Y, Yang S, Ma J, Chen Z, Song G, Rao D, et al. Spatiotemporal 

immune landscape of colorectal cancer liver metastasis at single-

cell level. Cancer Discov. 2022; 12: 134-53.

191.	 Kumar V, Ramnarayanan K, Sundar R, Padmanabhan N, Srivastava 

S, Koiwa M, et al. Single-cell atlas of lineage states, tumor 

microenvironment, and subtype-specific expression programs in 

gastric cancer. Cancer Discov. 2022; 12: 670-91.

192.	 Badve SS, Penault-Llorca F, Reis-Filho JS, Deurloo R, Siziopikou 

KP, D’Arrigo C, et al. Determining PD-L1 status in patients with 

triple-negative breast cancer: lessons learned from IMpassion130. J 

Natl Cancer Inst. 2022; 114: 664-75.

193.	 Jørgensen JT. Companion diagnostics in oncology - current status 

and future aspects. Oncology. 2013; 85: 59-68.



Cancer Biol Med Vol 20, No 8 August 2023� 597

194.	 Kharmate G, Hosseini-Beheshti E, Caradec J, Chin MY, Tomlinson 

Guns ES. Epidermal growth factor receptor in prostate cancer 

derived exosomes. PLoS One. 2016; 11: e0154967.

195.	 Lunavat TR, Cheng L, Einarsdottir BO, Olofsson Bagge R, Veppil 

Muralidharan S, Sharples RA, et al. BRAF(V600) inhibition alters 

the microRNA cargo in the vesicular secretome of malignant 

melanoma cells. Proc Natl Acad Sci U S A. 2017; 114: E5930-e9.

196.	 Cha BS, Park KS, Park JS. Signature mRNA markers in extracellular 

vesicles for the accurate diagnosis of colorectal cancer. J Biol Eng. 

2020; 14: 4.

197.	 Notarangelo M, Zucal C, Modelska A, Pesce I, Scarduelli G, Potrich 

C, et al. Ultrasensitive detection of cancer biomarkers by nickel-

based isolation of polydisperse extracellular vesicles from blood. 

EBioMedicine. 2019; 43: 114-26.

198.	 Lucchetti D, Zurlo IV, Colella F, Ricciardi-Tenore C, Di Salvatore 

M, Tortora G, et al. Mutational status of plasma exosomal KRAS 

predicts outcome in patients with metastatic colorectal cancer. Sci 

Rep. 2021; 11: 22686.

199.	 Sun B, Li Y, Zhou Y, Ng TK, Zhao C, Gan Q, et al. Circulating 

exosomal CPNE3 as a diagnostic and prognostic biomarker for 

colorectal cancer. J Cell Physiol. 2019; 234: 1416-25.

200.	 Yang YN, Zhang R, Du JW, Yuan HH, Li YJ, Wei XL, et al. Predictive 

role of UCA1-containing exosomes in cetuximab-resistant 

colorectal cancer. Cancer Cell Int. 2018; 18: 164.

201.	 Bai J, Zhang X, Shi D, Xiang Z, Wang S, Yang C, et al. Exosomal 

miR-128-3p promotes epithelial-to-mesenchymal transition in 

colorectal cancer cells by targeting FOXO4 via TGF-β/SMAD and 

JAK/STAT3 signaling. Front Cell Dev Biol. 2021; 9: 568738.

202.	 Hu JL, Wang W, Lan XL, Zeng ZC, Liang YS, Yan YR, et al. CAFs 

secreted exosomes promote metastasis and chemotherapy 

resistance by enhancing cell stemness and epithelial-

mesenchymal transition in colorectal cancer. Mol Cancer. 2019; 

18: 91.

203.	 Han K, Wang FW, Cao CH, Ling H, Chen JW, Chen RX, et al. 

CircLONP2 enhances colorectal carcinoma invasion and metastasis 

through modulating the maturation and exosomal dissemination 

of microRNA-17. Mol Cancer. 2020; 19: 60.

204.	 Cho WC, Kim M, Park JW, Jeong SY, Ku JL. Exosomal miR-193a 

and let-7g accelerate cancer progression on primary colorectal 

cancer and paired peritoneal metastatic cancer. Transl Oncol. 2021; 

14: 101000.

205.	 Hon KW, Ab-Mutalib NS, Abdullah NMA, Jamal R, Abu N. 

Extracellular vesicle-derived circular RNAs confers chemoresistance 

in Colorectal cancer. Sci Rep. 2019; 9: 16497.

206.	 Zhao K, Cheng X, Ye Z, Li Y, Peng W, Wu Y, et al. Exosome-

mediated transfer of circ_0000338 enhances 5-fluorouracil 

resistance in colorectal cancer through regulating MicroRNA 

217 (miR-217) and miR-485-3p. Mol Cell Biol. 2021; 41: 

e00517-20.

207.	 Chen X, Liu Y, Zhang Q, Liu B, Cheng Y, Zhang Y, et al. Exosomal 

long non-coding RNA HOTTIP increases resistance of colorectal 

cancer cells to mitomycin via impairing MiR-214-mediated 

degradation of KPNA3. Front Cell Dev Biol. 2020; 8: 582723.

208.	 Ren J, Ding L, Zhang D, Shi G, Xu Q, Shen S, et al. Carcinoma-

associated fibroblasts promote the stemness and chemoresistance 

of colorectal cancer by transferring exosomal lncRNA H19. 

Theranostics. 2018; 8: 3932-48.

209.	 Wang X, Zhang H, Yang H, Bai M, Ning T, Deng T, et al. Exosome-

delivered circRNA promotes glycolysis to induce chemoresistance 

through the miR-122-PKM2 axis in colorectal cancer. Mol Oncol. 

2020; 14: 539-55.

210.	 Deng X, Ruan H, Zhang X, Xu X, Zhu Y, Peng H, et al. Long 

noncoding RNA CCAL transferred from fibroblasts by exosomes 

promotes chemoresistance of colorectal cancer cells. Int J Cancer. 

2020; 146: 1700-16.

211.	 Xu Y, Zhu M. Novel exosomal miR-46146 transfer oxaliplatin 

chemoresistance in colorectal cancer. Clin Transl Oncol. 2020; 22: 

1105-16.

212.	 Ning T, Li J, He Y, Zhang H, Wang X, Deng T, et al. Exosomal miR-

208b related with oxaliplatin resistance promotes Treg expansion in 

colorectal cancer. Mol Ther. 2021; 29: 2723-36.

213.	 Zhang Q, Liu RX, Chan KW, Hu J, Zhang J, Wei L, et al. Exosomal 

transfer of p-STAT3 promotes acquired 5-FU resistance in 

colorectal cancer cells. J Exp Clin Cancer Res. 2019; 38: 320.

214.	 Sun LH, Tian D, Yang ZC, Li JL. Exosomal miR-21 promotes 

proliferation, invasion and therapy resistance of colon adenocarcinoma 

cells through its target PDCD4. Sci Rep. 2020; 10: 8271.

215.	 Liang G, Zhu Y, Ali DJ, Tian T, Xu H, Si K, et al. Engineered 

exosomes for targeted co-delivery of miR-21 inhibitor and 

chemotherapeutics to reverse drug resistance in colon cancer. J 

Nanobiotechnology. 2020; 18: 10.

216.	 Yao S, Yin Y, Jin G, Li D, Li M, Hu Y, et al. Exosome-

mediated delivery of miR-204-5p inhibits tumor growth and 

chemoresistance. Cancer Med. 2020; 9: 5989-98.

217.	 Hu YB, Yan C, Mu L, Mi YL, Zhao H, Hu H, et al. Exosomal Wnt-

induced dedifferentiation of colorectal cancer cells contributes to 

chemotherapy resistance. Oncogene. 2019; 38: 1951-65.

218.	 Lin D, Zhang H, Liu R, Deng T, Ning T, Bai M, et al. iRGD-

modified exosomes effectively deliver CPT1A siRNA to colon 

cancer cells, reversing oxaliplatin resistance by regulating fatty acid 

oxidation. Mol Oncol. 2021; 15: 3430-46.

219.	 Han S, Li G, Jia M, Zhao Y, He C, Huang M, et al. Delivery of anti-

miRNA-221 for colorectal carcinoma therapy using modified cord 

blood mesenchymal stem cells-derived exosomes. Front Mol Biosci. 

2021; 8: 743013.

220.	 Bagheri E, Abnous K, Farzad SA, Taghdisi SM, Ramezani M, 

Alibolandi M. Targeted doxorubicin-loaded mesenchymal stem 

cells-derived exosomes as a versatile platform for fighting against 

colorectal cancer. Life Sci. 2020; 261: 118369.

221.	 Li Y, Gao Y, Gong C, Wang Z, Xia Q, Gu F, et al. A33 antibody-

functionalized exosomes for targeted delivery of doxorubicin 

against colorectal cancer. Nanomedicine. 2018; 14: 1973-85.

222.	 Hosseini NF, Amini R, Ramezani M, Saidijam M, Hashemi SM, 

Najafi R. AS1411 aptamer-functionalized exosomes in the targeted 

delivery of doxorubicin in fighting colorectal cancer. Biomed 

Pharmacother. 2022; 155: 113690.



598� Hui et al. The role of exosomes in colorectal cancer

223.	 Liang Y, Duan L, Lu J, Xia J. Engineering exosomes for targeted 

drug delivery. Theranostics. 2021; 11: 3183-95.

224.	 Thomas J, Leal A, Overman MJ. Clinical development of 

immunotherapy for deficient mismatch repair colorectal cancer. 

Clin Colorectal Cancer. 2020; 19: 73-81.

225.	 Vilar E, Gruber SB. Microsatellite instability in colorectal cancer-

the stable evidence. Nat Rev Clin Oncol. 2010; 7: 153-62.

226.	 Boland CR, Goel A. Microsatellite instability in colorectal cancer. 

Gastroenterology. 2010; 138: 2073-87.e3.

227.	 Markowitz S, Wang J, Myeroff L, Parsons R, Sun L, Lutterbaugh J, 

et al. Inactivation of the type II TGF-beta receptor in colon cancer 

cells with microsatellite instability. Science. 1995; 268: 1336-8.

228.	 Fricke F, Lee J, Michalak M, Warnken U, Hausser I, Suarez-

Carmona M, et al. TGFBR2-dependent alterations of exosomal 

cargo and functions in DNA mismatch repair-deficient HCT116 

colorectal cancer cells. Cell Commun Signal. 2017; 15: 14.

229.	 Fricke F, Mussack V, Buschmann D, Hausser I, Pfaffl MW, Kopitz 

J, et al. TGFBR2-dependent alterations of microRNA profiles in 

extracellular vesicles and parental colorectal cancer cells. Int J 

Oncol. 2019; 55: 925-37.

230.	 Vilar E, Tabernero J. Molecular dissection of microsatellite instable 

colorectal cancer. Cancer Discov. 2013; 3: 502-11.

231.	 Le DT, Uram JN, Wang H, Bartlett BR, Kemberling H, Eyring AD, 

et al. PD-1 blockade in tumors with mismatch-repair deficiency. N 

Engl J Med. 2015; 372: 2509-20.

232.	 Overman MJ, Lonardi S, Wong KYM, Lenz HJ, Gelsomino F, 

Aglietta M, et al. Durable clinical benefit with nivolumab plus 

ipilimumab in DNA mismatch repair-deficient/microsatellite 

instability-high metastatic colorectal cancer. J Clin Oncol. 2018; 36: 

773-9.

233.	 André T, Shiu KK, Kim TW, Jensen BV, Jensen LH, Punt C, et al. 

Pembrolizumab in microsatellite-instability-high advanced 

colorectal cancer. N Engl J Med. 2020; 383: 2207-18.

234.	 Yi B, Cheng H, Wyczechowska D, Yu Q, Li L, Ochoa AC, et al. 

Sulindac modulates the response of proficient MMR colorectal 

cancer to Anti-PD-L1 immunotherapy. Mol Cancer Ther. 2021; 20: 

1295-304.

235.	 Zhang Q, Higginbotham JN, Jeppesen DK, Yang YP, Li W, McKinley 

ET, et al. Transfer of functional cargo in exomeres. Cell Rep. 2019; 

27: 940-54.e6.

236.	 Zhang Q, Jeppesen DK, Higginbotham JN, Graves-Deal R, Trinh 

VQ, Ramirez MA, et al. Supermeres are functional extracellular 

nanoparticles replete with disease biomarkers and therapeutic 

targets. Nat Cell Biol. 2021; 23: 1240-54.

Cite this article as: Hui J, Zhou M, An G, Zhang H, Lu Y, Wang X, et  al. 

Regulatory role of exosomes in colorectal cancer progression and potential as 

biomarkers. Cancer Biol Med. 2023; 20: 575-598. doi: 10.20892/j.issn.2095-

3941.2023.0119


