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Figure S1 Expression profiles of the top 10 marker genes of each cluster are displayed as a heatmap.
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A EGFRVIII cells TMZ vs DMSO

® Up: 5002
log,FoldChange > 0, Padj < 0.05

@ Down: 5117
log,FoldChange < -0, Padj < 0.05

@ no-DEGs: 7492
abs(log,FoldChange) < 0 or Padj > 0.05
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G0:0006260: DNA replication
R-HSA-6809371: formation of the cornified envelope
M40: PID E2F pathway
G0:0032649: regulation of interferon-gamma production
hsa04060: cytokine—cytokine receptor interaction
G0:0097190: apoptotic signaling pathway
G0:0002697: regulation of immune effector process
G0:0002683: negative regulation of immune system process
GO0:0033561: regulation of water loss via skin
R-HSA-176187: activation of ATR in response to replication stress
l GO0:0051090: regulation of DNA-binding transcription factor activity
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Figure S2 Profile of U87VIII cells treated with TMZ. U87VIII cells were treated with 350 uM TMZ for 14 d, and RNA-seq analysis was used to
analyze gene expression. (A) The differentially-expressed genes are presented in volcano plots. (B) The enriched pathways after TMZ treat-
ment. (C) Key transcription factors after TMZ treatment.



